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To the Editor:

Asthma is a heterogenous disease [1] and dichotomisation between childhood/early-onset (EO) and adult/
late-onset (LO) disease [2] identified differences in lung function decline and response to anti-inflammatory
therapies, including biologics [3]. This suggests distinct inflammatory mechanisms underpin EO and LO
asthma. In parallel, a relationship exists between airway neutrophilia and the airway microbiome [4, 5]. We
postulate that differences in host–microbial interactions are associated with the age of asthma onset and
would be maintained over time. Here, we applied a recently described machine learning framework, sparse
canonical correlation analysis (Sparse-CCA) [6], to identify differences in host–microbial interactions in the
airways of EO and LO asthma.
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