Cf Eh Ec Kp Sm

Cf Eh Ec Kp Sm

apaGH arn operon aroC
0 2 215m %@ ® B *E
©
£ 1
_g 0 ND
B -1
Q.
1S -2
o
O -3
§) -4 T T T T T '4 T T T T T -4 T T T T T '4 T T T T T
Cf Eh Ec Kp Sm Cf Eh Ec Kp Sm Cf Eh Ec Kp Sm Cf Eh Ec Kp Sm
atp operon gmhB hscBA IpdA
3 2 e ® F 2 %E *E H *E *E 2- E *E *E 29% HE H *
2 11 14 14 1
< o 0+ 0- 0-
B -14 -1 -14 -1
Q.
g -2 -2 -2 -2
O -3 -3 -3+ -3
(2]
3 '4 T T T T T '4 T T T T T ‘4 T T T T T ‘4 T T T T T
Cf Eh Ec Kp Sm Cf Eh Ec Kp Sm Cf Eh Ec Kp Sm Cf Eh Ec Kp Sm
PAdxA prc proP pst operon
é 2- «H * 2 «“H * * * * 2 B B 2- *H =
2 1 1 1 1-
2 o 0 0 0+
B -1 -1 -1 -1
Q.
g -2 -2 -2 -2
O -3 -3 -3 -3
§’ -4 T T T T T -4 T T T T T -4 T T T T T '4 T T T T T
Cf Eh Ec Kp Sm Cf Eh Ec Kp Sm Cf Eh Ec Kp Sm Cf Eh Ec Kp Sm
ruvA sap operon tatC ubiH
3 2-=m #H ¥H EH ® 29 N 2%E ¥E *E *H *H 2 THE N
©
£ 14 14
2 01 0
5 -1 14
Q.
g -2 -2
O -34 -3
§) '4 T T T T T '4 T T T T T _4 T T T T T -4 T T T T T
Cf Eh Ec Kp Sm Cf Eh Ec Kp Sm Cf Eh Ec Kp Sm Cf Eh Ec Kp Sm
wzxE xerC
3 2 “H *H *H =H 21%H FE F EE ¥
©
£ 14 14
2 o0
Z 01 [ spleen
g -1 11
g‘ 2 24 I liver
O -3 -3
2 4 -4

Supplemental Fig 1. Competitive Indices * Standard Deviations in Spleen and
Liver from murine tail vein cochallenges. Fitness gene mutants were competed
with wild-type bacteria in a TVI murine bacteremia model. Mice were sacrificed and
bacteria were enumerated by CFU from spleen and liver homogenates 24 h after
inoculation (Table 3 and 4). Bars represent the mean of log-transformed competitive
indices * standard deviation. False discovery rates were calculated for each species
independently and q values of <0.05 are indicated by an asterisk. Abbreviations: Cf,
C. freundii; Eh, E. hormaechei; Ec, E. coli; Kp, K. pneumoniae; Sm, S. marcescens;
ND, not determined.



