Raw image for main Fig 1B, captured by Quantum ST5 and VisionCapt Software Version
16.16.0.0 (Vilber Lourmat, Collégien, France).
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Raw images for main Fig 2B, captured by Quantum ST5 and VisionCapt Software Version
16.16.0.0 (Vilber Lourmat, Collégien, France).
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Raw image for main Fig 3B, captured by Quantum ST5 and VisionCapt Software Version
16.16.0.0 (Vilber Lourmat, Collégien, France).
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Raw image for main Fig 6B, captured by Quantum ST5 and VisionCapt Software Version
16.16.0.0 (Vilber Lourmat, Collégien, France).

%38: cropped
160- parts

PageRuler™ Prestained

Protein Ladder (Thermo Fisher
Scientific #26616)

Protein molecular weight [kDa]
|

M



Raw images for S3A Fig, captured by Quantum ST5 and VisionCapt Software Version 16.16.0.0

(Vilber Lourmat, Collégien, France).
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Raw image for S3B Fig, captured by Quantum ST5 and VisionCapt Software Version 16.16.0.0
(Vilber Lourmat, Collégien, France).
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Raw image for S3C Fig, captured by Quantum ST5 and VisionCapt Software Version 16.16.0.0
(Vilber Lourmat, Collégien, France).
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Raw image for S3D Fig, captured by Quantum ST5 and VisionCapt Software Version 16.16.0.0
(Vilber Lourmat, Collégien, France).

pETM11-ksal4m-alkL
0 0.1 05 1 IPTG concentration [mM]
M O 50 50 5 0 5* *Induction time [h]

i
180- N
- @ < 130 |
o < Q 100- 1
c .2 = 1
o LL — 70 - |
2 o c
SES © 55 - :
Sy s 40- I
FE ﬁ © = g: cropped
% o = 3 35 - ! parts
(ERT = ;
o g o O 1
2306 E 25 - -~
o c 2 c 1
= = —_—
5 :
= = = 1
a o il = !
1




Raw image for S6B Fig, captured by Quantum ST5 and VisionCapt Software Version 16.16.0.0
(Vilber Lourmat, Collégien, France).
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Raw image for S9A Fig, captured by Quantum ST5 and VisionCapt Software Version 16.16.0.0
(Vilber Lourmat, Collégien, France).
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Raw image for S9B Fig, captured by Quantum ST5 and VisionCapt Software Version 16.16.0.0
(Vilber Lourmat, Collégien, France).
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Raw image for S9C Fig, captured by Quantum ST5 and VisionCapt Software Version 16.16.0.0
(Vilber Lourmat, Collégien, France).
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Raw image for S9D Fig, captured by Quantum ST5 and VisionCapt Software Version 16.16.0.0
(Vilber Lourmat, Collégien, France).
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Raw image for S9E Fig, captured by Quantum ST5 and VisionCapt Software Version 16.16.0.0

(Vilber Lourmat, Collégien, France).
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