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Supplementary Figure 1.

TCR- sequencing

Example – Method 1
 ICS fix/sort, Participant 2E

Number of cells in ICS -/+ pools submitted to sequencing
Participant Day 0 – 

neg pool
Day 0 

submitted
Day 10 – 
neg pool

Day 10 
submitted

1 289082 642 401533 2063
2 120855 768 360478 1478
3 386782 1032 440487 9688
4 297566 7696
5 264471 626 95977 430
6 142644 165 107899 403
7 238454 125 124473 343
8 NA NA 451953 13161
9 NA NA 314766 10686
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Supplementary Figure 2. All prevalent and elicited clonotypes expanding over dose 1
b. Elicited clonotypesa. Prevalent clonotypes
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Supplementary Figure 2. All prevalent and elicited clonotypes expanding over dose 2
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Supplementary Figure 3 – TRBV and TRBJ usage in all participants
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Supplementary Figure 4. 
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Supplementary Figure 5.
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