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Supplementary Figure 2. All prevalent and elicited clonotypes expanding over dose 1

a. Prevalent clonotypes b. Elicited clonotypes
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Supplementary Figure 2. All prevalent and elicited clonotypes expanding over dose 2

c. Prevalent clonotypes d. Elicited clonotypes
PBMCs Genital tissue Arm  Participant PBMCs Genital tissue Arm Participant
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Supplementary Figure 3 — TRBV and TRBJ usage in all participants

w N

I

(o] ~N (o)) (6]

(o]

Day O Day 10

Day 0 Day 10

Arm

Day 0 Day 10 Day30 Day40 Lesion

$CeECEELEEE
%%:‘w"’vﬂv:wa'ﬁ'%

k-r’:

v
¥
i\
de ¢

"““tr

2
XXX CCs
ANG Q2
|l aqeayae

¢

Day0O Day10 Day30 Day40 Lesion

)W“%v‘?
S R EE R

%

L

>

d DI

Genital Skin

DayO0 Day10 Day30 Day40

O
<
=
o
o

® Qw2
LDBE &N

ENEEEN B EEN S E'EEEE BNEm
4444444444444 44444444 A4-4--=4--
EE R B B B B B B B B = B B = B B A= B = B B = A= B = B |

QTSI

Genital Skin

Day30 Day40 Day180 Day 190

Sy

@
*%
@

sdwOe

Wy ’N:/'

vy s>

» ,,'

Prsvew

3@»%#0&33%%‘%

oy
l.

$0
¢% D
&0

" ' >
s oo Ve

vy vy

<
«Q

|
444 8
I3 T 3

000000000
000000000
000000000
000000000
000000000
TTTTTTTTT
TTTTTT

000000000

TTTTTTTTT
000000000
000000000



Supplementary Figure 4.
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Supplementary Figure 5.
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delta CPM = UV HSV-2 minus UV mock TCR CDR3 sequencing results



