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Figure S1. Inmunoblot analyses of BEPs.
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Transmembrane Domain Prediction Method: Phobius TMHMM
Figure S2. ER BEPs amino acid sequences and predicted TMDs (accompanies
Figure 2 and 3).
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Figure S3. Sequence analysis of BEP protein sequences using TMHMM reveals
ER-localized BEPs have short and hydrophobic C-termini.
(accompanies Figure 3).
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Figure S4. ER BEP localization in cells lacking functional GET or SND
pathways (accompanies Figure 4).
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Figure S5. mNG stability is not dependent upon Doa10 or the proteasome, but
N-terminally tagged mNG-Ybr196c-a stability remains dependent on both these
factors (accompanies Figure 5).
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Figure S6. ER BEPs are stabilized by loss of ER PQC factors Doa10 and/or
Hrd1 (accompanies Figure 5).
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Figure S7. ER BEPs increase in abundance when ER PQC factors are lost
(accompanies Figure 6).
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Figure S8. ER BEPs increase in abundance when ER PQC factors are lost
(accompanies Figure 6).
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Figure S9. Loss of Ubr1 does not improve ER localization or abundance of
BEPs (accompanies Figure 6).
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Figure S10. BEPs are stabilized by loss of vacuolar proteases (accompanies
Figure 7).
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