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Supplementary Data 1, S1:

List of candidate genes involved in diseases caused by T-to-C mutations
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Supplementary Data 2, S2:

RNA-sequencing (RNA-seq) reads from BFP_1 HEK 293
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Supplementary Data 3, S3:

RNA-sequencing (RNA-seq) from experimental HEK 293_1
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Supplpementary Data 4, S4:

Calculation of editing efficiency based on peak area and peak height of the Sanger
sequencing (N=5)



Height | mean Width | Mean | Mean Mean STDv of STDv of width | Ratio of edited and From the
height Width | area total Height unedited peak height
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Supplementary Figure 5, S5:
Comparison of editing efficiency and off target effects when using gRNA of different lengths and different positions of the

target in the guide
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Supplementary Data 6, S6:

Mutation reads at different positions in BFP stably transformed in HEK 293

cells- target/control
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Supplementary Data 7, S7:

Mutation reads at different positions in restored GFP in HEK 293 cells-tested/
experimental
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Supplementary Figure 8, S8

Schematic diagram of the editing by guideRNA (Complementary to the target
sequence) and APOBEC 1 deaminase
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Supplementary Data 9, S9:

PCR-RFLP raw gel image without cropping
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