Table S1. Comparison of agronomic traits of IL55 and tac4 plants.

traits SH55 tac4

Tiller number 11.80+1.65 13.44+2.08
Panicle length (cm) 23.46+0.56 15.65+0.23**
Primary branch 12.10£0.26 10.83+0.71*
Secondary branch 30.7+£2.36 20.55+3.61**
Grain number 161.20£8.11 135.85+£9.12**

seed set rates (%) 0.85+0.02 0.61+0.01*
Grain yield per plant (g) 24.21+£1.59 14.05+1.74*

All phenotypic data were measured from plants grown in a paddy field under natural conditions
in Beijing, China. Values are meanst SD (n = 30). Student’s {- tests were used to generate P

values (** P < 0.01).



Table S2. Summary of the TAC4 allele type in each wild strain and cultivar in the rice germplasm

core collection.

Variety species Subspecies Origin allele type
Nanxiongzaoyouzhan O. sativa indica China Hap1
Xiangaizao 10 O. sativa indica China Hap1
Nantehao O. sativa indica China Hap1
Zaoxian140 O. sativa indica China Hap1
Taishannuo O. sativa indica China Hap1
Hengxianliangchunbengu O. sativa indica China Hap1
Liuyenian O. sativa indica China Hap1
Xuanenchangtanchunnian O. sativa indica China Hap1
Zaomadao O. sativa indica China Hap1
Meihuanuo O. sativa indica China Hap1
ZhuzhenB O. sativa indica China Hap1
Chaoyang1B O. sativa indica China Hap1
L310B O. sativa indica China Hap1
Jinnante43B O. sativa indica China Hap1
Zhenshan97B O. sativa indica China Hap1
Biaoxie123B O. sativa indica China Hap1
80B O. sativa indica China Hap1
Baoxie7B O. sativa indica China Hap1
Guangluai4 O. sativa indica China Hap1
Aijiaonante O. sativa indica China Hap1
Shufeng101 O. sativa indica China Hap1
Leihuozhan O. sativa indica China Hap1
Dongtingwanxian O. sativa indica China Hap1
Aijiaozao O. sativa indica China Hap1
Wanlixian O. sativa indica China Hap1
IR 661-1 O. sativa indica China Hap1
Liusha1 O. sativa indica China Hap1
Erjiunan1 O. sativa indica China Hap1
Nanjing11 O. sativa indica China Hap1
Chengduai3 O. sativa indica China Hap1
Sanbaili O. sativa indica China Hap1
Esiniu O. sativa indica China Hap1
Heidu4 O. sativa indica China Hap1
Dongtingwanxian O. sativa indica China Hap1
Xiangdao O. sativa indica China Hap1
Mamagu O. sativa indica China Hap1
Honggu O. sativa indica China Hap1
Fanhaopi O. sativa indica China Hap1
XiangaiB O. sativa indica China Hap1
Jiangnongzao1B O. sativa indica China Hap1
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Table S3. Nucleotide diversity and Tajima’s D test.

N L S H L ow Tajima’s D
O. sativa 199 2433 3 3 0.00052 0.00021 2.3869
indica 112 2433 3 3 0.00015 0.00023 -0.6179
Japonica 87 2433 3 3 0.00059 0.00024 2.5751*
wild rice 40 2433 26 14 0.00114 0.00251 -1.8554*

N, total number of sequences; L, average length (bp) of the sequences per taxon; S, number
of polymorphic (segregating) sites; H, number of haplotypes; 1, average number of pairwise
nucleotide differences per site calculated based on the total number of polymorphic sites; 8w,
Watterson’s estimator of per base pair calculated based on the total number of polymorphic

sites. Student’s t tests were used to generate P values (* P < 0.05).



Table S4. The Fstanalysis at the TAC4 locus.

Population 1 Population 2 Fst
ind Jjap 0.49803
ind cultivates 0.16950
ind wild 0.23977
Jjap cultivates 0.16867
jap wild 0.28847
cultivates wild 0.17564




Table S5. Primers used in the study.

Name Forward primers (5’-3’) Reverse primers (5°-3’) Purpose
RM555 TTGGATCAGCCAAAGGAGAC CAGCATTGTGGCATGGATAC mapping
RM71 CTAGAGGCGAAAACGAGATG GGGTGGGCGAGGTAATAATG mapping
RM7632 TATTTCCTCGCCTATCTGCG AAAGGTTGAGCACATGGACC mapping
RM3688 GTTGAATCAAGCTGTGCAGC AGCTAGGCAAAGCATGCATG mapping
RM3874 TGGGTGATCTTAGTTTGGCC AATGTGCCTGCACATGTCAC mapping
RM13071 ATGTGGGTGACGTACGGAACTTTG GGTAGGATTCCTTCGGATAGACAG mapping
ID13046 TTAGAAGGGAGTAAGGGTGTC TATTAAAATCGCTCGTATTAATG mapping
ID15467 GAACAAACGCAGAGCACCTC TTGCATTAGCGGTTATTACTAGC mapping
ID16147 GCTGTTGGGCATTCATTTAT CTGTTGTCTCCCGTATAGATGTG mapping
TAC4 AAGGTCGCAAACAAGCAG AACTGCCAGGAGCAGAGAG gRT-PCR
OslAA20 TGGCGGATATGTGAAGGTGAA TATGAGCCGAGGATGGACAAG gRT-PCR
YUCCA1 TCATCGGACGCCCTCAACGTCGC GGCAGAGCAAGATTATCAGTC gRT-PCR
YUCCA2  GTCCAAAGGGAGGAGTCGTCCAG GCATGATGTTTACACCCGGCCTT gRT-PCR
YUCCA3  GTGAGAACGGGCTCTACTCGGTC GCTTATGCATGACCGATGAACAC gRT-PCR
YUCCA4  GCAGAATGGCCTGTACGCTGTTG CAGACCAGCACATGACGTGTCTA gRT-PCR
YUCCA5  CCTCCTACGACGCCGCCATGATC CTCCCAACACAGCGACGACAGAA gRT-PCR
YUCCA6  CCATTCCCAGATGGTTGGAAGG CATGTTGCGCCTCAAGATATTTG gRT-PCR
YUCCA7 CACTGCTGTGTCCTACAATATCAC GGAGGTGCATCTCCGTCATCTTC gRT-PCR
TAR1 GTGGGCGCTGGTGAAGG CGGGCGAAGTGGAACAGTC gRT-PCR
TAR2 CCACTCCTCTTCGCCTGTTC CACATCCTCCCTATCGCACC gRT-PCR
TAC1 GAGATGGCTCTAAAGGTGTTC CGTGCCAATTGCAAGTATACC gRT-PCR
Actin TACAGTGTCTGGATTGGAGGAT TCTTGGCTTAGCATTCTTGGGT gRT-PCR
TAC4-OE  CGCGGTACCAGGAGGTTCTCTCTTGT GGACTAGTAGAGTGAGGAAGTAAGAA  overexpression
GGTC TTAACAG
TAC4- GGACTAGTGTGGCGAACCCGAAACT TTCGAGCTCGAAGCCATGGATTTGGC  TAC4-RNAI
RNAI A
TAC4-2 CGCGGTACCAGGAGGTTCTCTCTTGT GCTCTAGACACTGAGGAGCGCTCCA  TAC4-GFP
GGTC
pTAC4 CGCGGATCCTGTAGCGTATGAGAGCA TGCACTGCAGTGGCGGCCGTCGACA pTAC4:GUS

TGTGAA

T




