
 

Table S1: Protein identities from 27 and 54 kDa SDS-PAGE gel band analyses.  

Table shows top six returned identities of the 27 and 54 kDa bands excised from SDS-

PAGE gel and fragmented by trypsin digestion. The peptide solution was separated 

using HPLC system and analysed using a mass spectrometer. The samples were 

cross-examined against a merged N. benthamiana, A. tumefaciens, S. scrofa and 

virus proteome database. Protein description with species origin (OS), best score, 

number of unique peptides, number of amino acids in protein and the UniProt protein 

data base numbers are given. The PIG trypsin from S. scrofa is likely an artefact from 

the trypsin digestion. 

 

 


