
All

rs75262919

rs12491937

rs58691354

rs709157

rs6763925

rs182569

rs2920500

rs13065745
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MR leave−one−out sensitivity analysis for PPARG on genus.Clostridiuminnocuumgroup

All

rs12491937

rs75262919

rs58691354

rs182569

rs709157

rs6763925

rs2920500

rs13065745

0 2 4 6
MR leave−one−out sensitivity analysis for PPARG on genus.Eisenbergiella

All

rs709157

rs12491937

rs2920500

rs6763925

rs75262919

rs13065745

rs182569

rs58691354

−4 −3 −2 −1 0
MR leave−one−out sensitivity analysis for PPARG on genus.Intestinimonas

All

rs6763925

rs13065745

rs75262919

rs709157

rs2920500

rs58691354

rs12491937

rs182569

0 2 4 6
MR leave−one−out sensitivity analysis for PPARG on genus.Lactobacillus

All

rs58691354

rs709157

rs13065745

rs2920500

rs75262919

rs182569

rs12491937

rs6763925

−5 −4 −3 −2 −1 0
MR leave−one−out sensitivity analysis for PPARG on genus.Oscillibacter

All

rs58691354

rs75262919

rs709157

rs182569

rs6763925

rs2920500

rs13065745

rs12491937

0.0 2.5 5.0 7.5
MR leave−one−out sensitivity analysis for PPARG on genus.Prevotella7

All

rs12491937

rs58691354

rs2920500

rs709157

rs182569

rs75262919

rs6763925

rs13065745

0 2 4 6
MR leave−one−out sensitivity analysis for PPARG on genus.Slackia

All

rs7708132

rs74744717

rs10473972

rs144083983

rs2112653

rs111353455

rs35122945

rs17238568

rs4703665

0.00 0.25 0.50 0.75
MR leave−one−out sensitivity analysis for HMGCR on genus.Haemophilus

All

rs2112653

rs17238568

rs35122945

rs111353455

rs10473972

rs144083983

rs7708132

rs4703665

rs74744717

−1.5 −1.0 −0.5 0.0
MR leave−one−out sensitivity analysis for HMGCR on genus.Olsenella

All

rs74744717

rs35122945

rs10473972

rs144083983

rs17238568

rs4703665

rs7708132

rs111353455

rs2112653

0.0 0.3 0.6 0.9
MR leave−one−out sensitivity analysis for HMGCR on genus.Senegalimassilia

Insufficient number of SNPs

MR leave−one−out sensitivity analysis for NPC1L1 on genus.Intestinibacter

All

rs2479409

rs7546522

rs72909541

rs17192725

rs2479410

rs12043403

rs2094470

rs2495499

rs150119739

rs10493176

rs2479396

rs1863668

rs55637835

rs12739979

rs2483205

rs2479393

rs2479416

rs693668

rs11587071

−0.8 −0.6 −0.4 −0.2 0.0
MR leave−one−out sensitivity analysis for PCSK9 on genus.Coprobacter

All

rs150119739

rs17192725

rs2479393

rs72909541

rs1863668

rs2479396

rs2094470

rs12043403

rs2479416

rs2479409

rs7546522

rs693668

rs2495499

rs55637835

rs12739979

rs10493176

rs2479410

rs2483205

rs11587071

−0.6 −0.4 −0.2 0.0
MR leave−one−out sensitivity analysis for PCSK9 on genus.Intestinimonas

All

rs11587071

rs10493176

rs150119739

rs12043403

rs693668

rs1863668

rs2479416

rs17192725

rs7546522

rs72909541

rs2479393

rs2479396

rs2495499

rs2094470

rs55637835

rs12739979

rs2483205

rs2479410

rs2479409

−0.8 −0.6 −0.4 −0.2 0.0
MR leave−one−out sensitivity analysis for PCSK9 on genus.Oscillibacter

Insufficient number of SNPs

MR leave−one−out sensitivity analysis for PDE4A on genus.Eggerthella


