modA: GAT GAA CAA GAA GTA ATG ATA

B NC_000866.4:11, 13,262

C  NC_000866.4:11,974-12,089
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TCTATCTGCAATTCTAAATACACTTCCAGCTGGTATCATTACTTCTTGTTCATCTGAAACTAATTCCATATTACGA

NC_000866.4:1..168903

modA

S6 Fig: ModA mutants sequencing summary. (A) The targeted mutation site in modA

gene. (B) Sequence coverage at the mutation site. (C) ModA E165A mutant



