
DLEU2L

TRIM
46
FASLG

 

KDM5B

RAB7L1
PFN2

PIK3CA
EREG

AIM
1
EGFR

ZNF703
MYC

SEPHS1
ZMIZ1

EHF
POLD

4
CCND1

P2RY2

NDUFC2-KCTD14

FOXM1
MDM2

STOML3
NEMF

IGF1R

TP53I13
ERBB2

SGCA

RPS6KB1
BIRC5

NOTCH3
CCNE1

RCN3

SEMG1

ZNF217

TPD52L2
PCNT 0

0
1
2
3
4
5
6
7
8
9

10
11
12
13
14
15
16
17

DLEU2L

TRIM
46
FASLG

 

KDM5B

RAB7L1
PFN2

PIK3CA
EREG

AIM
1
EGFR

ZNF703
MYC

SEPHS1
ZMIZ1

EHF
POLD

4
CCND1

P2RY2

NDUFC2-KCTD14

FOXM1
MDM2

STOML3
NEMF

IGF1R

TP53I13
ERBB2

SGCA

RPS6KB1
BIRC5

NOTCH3
CCNE1

RCN3

SEMG1

ZNF217

TPD52L2
PCNT

0

10

20

30A

B
Focal amplification Homozygous deletion

Focal amplification Homozygous deletion

Fr
eq

ue
nc

y
(%

)
Fr

eq
ue

nc
y

(%
)

Fr
eq

ue
nc

y
(%

) ER+/HER2- eBC
ER+/HER2- mBC

CDKN2AIP
LZTS1

PPP2R2A

CDKN2A
PTEN RB1

CAPN3
CDH1

MAP2K4
0
1
2
3
4
5
6
7
8
9

10

Fr
eq

ue
nc

y
(%

) TNBC eBC
TNBC mBC

CDKN2AIP
LZ

TS1

PPP2R2A

CDKN2A
PTEN

RB1

CAPN3
CDH1

MAP2K4

0

1

2

3

4

5

6

7

Supplementary Figure 1
Copy Number alterations (CNA) landscapes with focal amplifications and homozygous deletions. A, in ER+/HER2- eBC
and ER+/HER2- mBC. B, in TNBC eBC and TNBC mBC.   
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