S3 Table: Neutralization ICso (ug/ml) and IDso (1/dilution) titers are shown for IDso (1/dilution) and IgG
purified from sera from Day 359 for cow-485 and cow-488. Geomean ICso and IDso values are shown at
the bottom of the graph.

Virus Strain Clade Bess1 Bess2 Bess4 EIsE1  EIsE2 ‘i‘%‘g" ‘i&‘g"
6535.3 B >50  >50  >50  >50  >50 <35 | 122
SC422661.8 B >50  >50  >50  >50  >50 36 <35
PVO.4 B >50  >50  >50  >50  >50 <3 <35
TRO.11 B >50  >50  >50  >50  >50 <3 <35
AC10.0.29 B >50  >50  >50  >50  >50 <35 <35
RHPA4259.7 B >50  >50  >50  >50  >50 <3 <35
TRJO4551.58 B >50  >50  >50  >50  >50 <3 <35
WITO4160.33 B >50  >50  >50  >50  >50 <35
CAAN5342.A2 B >50  >50  >50  >50  >50 <3 <35
WEAU_d15_410_5017 B (T/F) >50  >50  >50  >50  >50 <3 <35
1006_11_C3_1601 B (T/F) >50  >50  >50  >50  >50 <3 <35
1056_10_TA11_1826 B (T/F) >50  >50  >50  >50  >50 <35 43
1012_11_TC21_3257 B (T/F) >50  >50  >50  >50  >50 <35 56
6240_08_TA5_4622 B (T/F) >50  >50  >50  >50  >50 <3 <35
6244_13_B5_4576 B (T/F) >50  >50  >50  >50 50 <35 <35
62357_14_D3_4589 B (T/F) >50  >50  >50  >50  >50 <3 <35
Dutse 12 c 120
ZM197M.PB7 C >50 20 >50 <3 114
ZM214M.PL15 c >50  >50  >50 <35
ZM233M.PB6 c
ZM249M.PL1 c 92
ZM53M.PB12 c >50 98
ZM109F PB4 c s
ZM135M.PL10a c >50 <3 <35
CAP45.2.00.G3 c
CAP210.2.00.E8 c 13 0.289 - <35
HIV-0013095-2.11 c >50 >50 38
HIV-16065-2.3 c
Ce0393_C3 C (T/F) >50
Ce1176_A3 C (T/F) >50  >50 8 68 672
Ce2010_F5 C (T/F) >50  >50  >50  >50  >50 <3 <35
Ce0682_E4 C (T/F) >50  >50  >50  >50  >50 <35 40
Ce1172_H1 C (T/F) >50  >50 50
Ce2060_G9 C (T/F) 50 >50 >50 2
Ce703010054_2A2 C (T/F) >50  >50  >50  >50  >50 <3 <35
246F C1G C (TIF) >50 >50 >50 <35 58
249M B10 C (TIF) 1 69
ZM247v1(Rev-) C (T/F) 11 6 5 >50 >50 <35 39
7030102001E5(Rev-) C (T/F) >50  >50  >50  >50  >50 <3 <35
1394C9G1(Rev-) C (T/F) 2
Ce704809221_1B3 C (T/F) >50  >50  >50  >50  >50 <35 <35
CNE19 BC >50  >50  >50  >50 |REE 72 932
CNE20 (CRF07_BC) BC >50  >50 >50 <3 135
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3301.v1.c24 AC >50 8

6041.v3.c23 AC >50  >50

6545.v4.c1 AC

0815.v3.63 ACD

3103.v3.610 ACD >50  >50 50 50  >50
0061 0238 0047 0352  0.031

Geomean ICsp

Neutralization ICso (ug/ml)
50 0.5 0.05 0.005

Neutralization I1Dso (1/Dilution)
35 500 1000

Geomean
IDso

<35 45
<35 <35
35
<35 <35
<35 <35
291 588



S4 Table: Table of recovered heavy chains tested with native and universal light chains.

Short Long
Ultralong
. Sort Sort Sort Sort | CDRH3 CDRH3
Sort Stats and Summary of Screening | 4 5 3 4 (024 (2549 CORHS
Cells Sorted 108 453 559 438 NA NA NA
PCR Wells Positive for
All Heavy Chains 34 75 169 52 NA NA NA
Heavy Chain Sequences 13 43 47 49 42 7 38
Recovered
Tested IGHV—1 7 Heavy 10 40 30 NT 0 52 28
o) Chains
00 | Universal Expressed in Screen 9 22 25 NT 0 32 24
< Light
= Chain Positive for BG505 Binding 8 13 12 NT 0 14 19
(@) Monoclonals with Cross-
O Clade Neutralization ! ! 4 2 0 0 8
Heavy Chaln/nght Chain 12 32 41 49 1 63 30
Pairs
Native Expressed in Screen 9 24 34 45 34 53 25
Light
Chain Positive for BG505 Binding 7 12 12 20 13 22 16
Monoclonals with Cross-
Clade Neutralization ! 0 3 2 0 0 6
Cells Sorted 33 342 636 283 NA NA NA
PCR Wells Positive for
All Heavy Chains 6 13 58 54 NA NA NA
Heavy Chain Sequences 1 6 17 49 34 4 35
Recovered
o0 IGHV-1*7 Heavy Chains 0 2 1 NT 1 2 0
o .
< Universal Expressed in Screen 0 2 0 NT 0 2 0
Light
C;) Chgain Positive for BG505 Binding 0 2 0 NT 0 2 0
@) Monoclonals with Cross-
Clade Neutralization 0 0 0 M 0 0 0
Heavy Chaln/nght Chain 1 5 16 49 33 3 35
Native Pairs
Light Expressed in Screen 1 5 10 44 25 3 32
Chains
Positive for BG505 Binding 0 3 3 33 8 3 28




