a LS_Inh_A B (- b JERREpR— c d| e .
LS_Inh_B —— - -
LS Inh_C — .
LS_Inh_D LR —ea e -
LS_Inh_E T T — O

MS_Inh_C cnscm e

MS_Inh_A PR e —enuf BRI - W o
MS_Inh_B L5 XIRYY RTINS L e i B A S ?—
—eescsatilfffiir—e ot D . -

° MS_Inh_D T
2 Sept_Inh_A — s -
- Sept_Inh_B & - -
3 Sept_Inh_C -
O Str_DRD1_MSN_A [ R
Str_DRD1_MSN_B - -
Str_DRD1_Patch S
Str_DRD2_MSN e o e e
Excit_A
Excit_B
MS_Excit_A [
Oligo =
OPC ¢
Astrocyte e v "y
Ependymal a . e e
Microglia - waw ey - —————eteser—s . ——
Mural = i —————— [ inaes
0 5000 10000 1e+03 1e+04 1e+05 0 1 2 3 4 5 0 5 10 15
Number of Genes Detected log10(Number of Reads) % Mitochondria doubletScore
e f Modularity ratio for 25 graph-based clusters in human LS (n=3)
Sampl LS_Inh_A
oa;n pis scP LS_Inh_B
c_LS_. o
® 2c_LS_SCP s LS_Inh_C
@ 3c_LS_SCP . LS_Inh_D
LS_Inh_E
° MS_Inh_A
° MS_Inh_B
MS_Inh_C
MS_Inh_D
Sept_Inh_A
‘t Sept_Inh_B
Sept_Inh_C

Str_DRD1_MSN_A
Str_DRD1_MSN_B
Str_DRD1_Patch
Str_DRD2_MSN

MS_Excit_A
Excit_A
Excit_B
Oligo
OPC
| |Astrocyte
Ependymal
o~ Microglia
% Mural
[z / ji|°|°|jjj°|°|jﬂof‘l‘“lﬁ%jﬁj‘fé&%g%g
EEEEEEEEEEEES 585388008583
m'wlw'mlwlwlwlwlml‘al‘5_“5'%%58"”|"”"” 253
tSNE 1 JJJJJEEEE%%“’EECCD:W s
Q248 ‘3|§ log2(ratio
005
o Jn P 012345867
» n

Figure S2. Cluster and nuclei quality control. Violin plots of various quality control metrics such as a, number of genes detected b, number of reads c,
percent of reads mapping to the mitochondrial genome and d, doublet score. e, t-SNE with nuclei colored by donor/sample. f, Heatmap of pairwise
modularity scores for 25 clusters from human LS single nucleus RNA-sequencing.



