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Supplementary figure S3 Stereo views of L2 binding-induced conformational changes that

destabilize the ATP lid

(A) The ATP binding sites from the PDK3-L2-ADP (green) and PDK2-ADP (pink)

structures. For details see the figure legend to Figure 7B in the text. (B) The active sites of the

PDK3-L2-ATP (blue) and PDK2-ADP (pink) structures. For details see the figure legend to

Figure 7C in the text.


