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Policy information about availability of data

All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:
- Accession codes, unique identifiers, or web links for publicly available datasets
- A description of any restrictions on data availability

- For clinical datasets or third party data, please ensure that the statement adheres to our policy

Research involving human participants, their data, or biological material
Policy information about studies with human participants or human data. See also policy information about sex, gender (identity/presentation),
and sexual orientation and race, ethnicity and racism.

Reporting on sex and gender

Reporting on race, ethnicity, or
other socially relevant groupings

Population characteristics

Recruitment

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.

Field-specific reporting
Please select the one below that is the best fit for your research. If you are not sure, read the appropriate sections before making your selection.

Life sciences Behavioural & social sciences Ecological, evolutionary & environmental sciences

For a reference copy of the document with all sections, see nature.com/documents/nr-reporting-summary-flat.pdf

Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

Data and material availability:

All data needed to evaluate the conclusions in the paper are presented in the main text and the supplementary materials.

Data availability statement:

All data needed to evaluate the conclusions in the paper are presented in the main text and the supplementary materials. Source data are provided with this paper.

The mass spectrometry proteomics data have been deposited to the ProteomeXchange Consortium via the PRIDE partner repository with the dataset identifier
PXD050734.

The Single cell RNA-seq data is uploaded to the GEO - To view our GSE272861 study at: https://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE272861.

All data is now publicly available.

n/a

n/a

n/a

n/a

n/a

Sample size was above 6 repeats or 6 mice in each condition to allow statistical significance.

No data was excluded

We are presenting one representative experiment out of at least three independent experiments performed.
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Materials & experimental systems

n/a Involved in the study

Antibodies

Eukaryotic cell lines

Palaeontology and archaeology

Animals and other organisms

Clinical data

Dual use research of concern

Plants

Methods

n/a Involved in the study

ChIP-seq

Flow cytometry

MRI-based neuroimaging

Antibodies
Antibodies used

Validation

Eukaryotic cell lines
Policy information about cell lines and Sex and Gender in Research

Cell line source(s)

Authentication

Mycoplasma contamination

Commonly misidentified lines
(See ICLAC register)

Animals and other research organisms
Policy information about studies involving animals; ARRIVE guidelines recommended for reporting animal research, and Sex and Gender in
Research

Laboratory animals

Wild animals

Reporting on sex

Field-collected samples

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.

The following antibodies were used: CD4-FITC, mouse (IgG2b, Miltenyi Biotec), CD8-APC-VIO770 APC (REA734, Miltenyi Biotec),
CD11b-PE (REA592, Miltenyi Biotec), Ly6c-APC (REA796, Miltenyi Biotec), Ly6g-FITC (REA526, Miltenyi Biotec), CD3-VioBlue
(BW264/56, Miltenyi Biotec), CD45 APC (REA737, Miltenyi Biotec), Ly6A-PE (REA422, Miltenyi Biotec), CD44 APC (REA664, Miltenyi
Biotec), MHC2 APC (M5/114.15.2, Biolegend), CD11c (N418, Biolegend), FoxP3 Alexa fluor 647 (MF-14, Biolegend), CD25 BV650
(PC61, Biolegend), REA control antibody- PE (isotype control, REA293, Miltenyi Biotec), CD69 (clone REA937), CD62L (clone MEL14-
H2.100), anti-phopho-Erk1/2 (clone 6B8B69, Biolegend) and cMyc (clone 9E10, Abcam).

We have used commercial antibodies as detailed.

B16F10 purchased directly from ATCC

B16F10-OVA a gift from Lea Eizenbach

Ret melanoma a gift from Viktor Umansky, German Cancer Research Center, Heidelberg, Germany.

MC38 purchased directly from ATCC

Cell line were authenticated by the companies or the donors.

Cell line were tested for mycoplasma and were negative

No commonly misidentified lines were used.

gp100

OT1

C57blk

n/a

All experimental models encompass both male and female mice as well as cell lines.

n/a

All the animal experiments were conducted according to the guidelines of the Tel Aviv University Institutional Animal Care and Use
Committee (#01-21-046).




