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All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:

- Accession codes, unique identifiers, or web links for publicly available datasets
- A description of any restrictions on data availability

- For clinical datasets or third party data, please ensure that the statement adheres to our policy

Research involving human participants, their data, or biological material
Policy information about studies with human participants or human data. See also policy information about sex, gender (identity/presentation),
and sexual orientation and race, ethnicity and racism.

Reporting on sex and gender

Reporting on race, ethnicity, or
other socially relevant groupings

Population characteristics

Recruitment

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.
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Sample size
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Randomization
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Entry codes for Protein Data Bank (https://www.rcsb.org/) are 9BGN, 9BGM, 9BGO, 9COD and 8VXQ; for Electron Microscopy Data Bank (https://www.ebi.ac.uk/
emdb/) are EMD-44518, EMD-44517, EMD-44519, EMD-45776 and EMD-43629.
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The sample size for the phage studied in this paper was calculated using a plaque-forming unit (PFU) assay.

For cryo-electron microscopy (cryo-EM) studies, the sample size was determined by counting single particles in micrographs with an
automated particle counter in RELION. We collected 17,245 and 4,897 micrographs for DEV virion and the gp73:gp72 complex, respectively.

A total of 19,000, 16,000, 16,000, 8,000 and 61,000 particles were used for the 5 reconstructions reported in this paper, corresponding to the
EMD-44518, EMD-44517, EMD-44519, EMD-45776 and EMD-43629.

No data were excluded for LPS binding assay.

Cryo-EM: Single particle image data were excluded based on quality (CTF estimation) to eliminate lower resolution micrographs, and 2D/3D
classification to eliminate smear, broken, or heterogeneous particles.

For PAO1 infection assay, each group was repeated four times.

For single particle analysis, each reconstruction was repeated at least three times.

For PAO1 infection assay, cells were randomly allocated into different experimetal groups.

Cryo-EM: To calculate Fourier-shell correlation coefficients as Gold Standard Methods, single particle image data was split randomly into two
groups and processed identically.
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