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Table S1. Molecular weights 
(MW) of components.    
Protein:Nucleic acid Complex MWprotein (kDa)

MWnucleic acid 
(kDa)

bp no. (5'-
3')b

TDP43RRM1:(TG)6 12.0 3.7 12

TDP43RRM1:(GT)12 12.0 7.5 24

CELF1RRM1-2:  (UGUU)4 21.1 5.0 16

CELF1RRM1-2: (GU)22 21.1 14.3 44

bbp = base pairs    

Figure S1 | CG-MALS example method with varying protein and nucleic acid 
concentrations.
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