
 

Figure S1: IL-33+ stromal cells are abundant in human and mouse PDA. (A+B) Dot 

plot representations of genes used to define cell populations within the human (A) and 

murine (B) scRNAseq datasets. (C) Histogram depicting cell population levels in each 

murine sequencing group. Experimental details on each sample can be found in 

Supplementary Table S1. 
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