Figure 2C

uuo
Sham Day 7 _Day 14

(kDa)

il -
se=

-
-_—

180
130

95

55
43
1 34

GAPDH PR—— R

E -

~—___ GAPDH

(37 kDa)

kDa
=
130 <0

R
72

55

43

34

34 kDa S




Figure 2D

Collagen |
UUO (130 kDa)
Sham Day7 Day14 (D)

Collagen | [z e —— [  asma
| e ——— 43 7 (42 kDa)
ALDH?2 |s——— 155 AL

(56 kDa)

— DA S e e - e ePuPapePa 34

GAPDH

\‘ GAPDH

(37 kDa)

Lh- —-’::::i::——-"

L ———— e ———— A ———

— ———— —
T —— —

— D D D TS WP T e s G ESD S

— 130kDa

— 43 kDa

~ |~ 955kDa

— 34 kDa



Figure 3D
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Figure 3E Vehicle FA(day28) FA (day 42)
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Figure 4C
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Figure 5C
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Figure 5D
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Figure 6E
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Figure 6F
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Figure 6H
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Figure 6K
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Figure 6L

NRK-52E

Acrolein (20 pM) - - + - +

NRK-52E DCDNA3-ALDH2-EGFP - - - + +
: HIF10 vl e =+ 130 kDa
Acrolein (20 pM) - + - + (120 Kba) - o

pcDNA3-Aldh2-EGFP - - * + (D3 /
130 PDK1  __ —— 55kDa

HIF1a . (49KDa)
PDK-1 |5 S e HXK2 o gy L
HXK” 95 - (102 KDa) —— 95 kDa
ALDH2
ALDH2 |« - !i - 7 (56 kba) == L 55 kDa

GAPDH =2 —
. ———




HIF1a

(120 KDa)
Figure 7B
Wild type Aldh2°2/"2 (45 Kba)

Sham UUO_ Sham UUO"” /
HIF1a | - »—-—-|; _—

PDKl|[ === — - ~_ (102KDa)
HXK2 [ = - . - - -]95
GAPDH | —— 34

\ GAPDH

% (37 kDa)

— 130 kDa

C — —

| pp——

=— 95 kDa

— 55kDa
— 42 kDa

T p—

— 130 kDa

et
[F——

— 95kDa

m—
—

— 55 kDa

‘-—------... —— 42kDa

|m.-—- — 34kKDa




Figure 7D left panel
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Figure 7D right panel
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Figure 7E
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Figure 8C upper panel
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Figure 8C lower panel
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Figure 8D left panel
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