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Freeman-Tukey's p

Omitted study i P-value
with 95% CI
Bernal-Reyes et al. 2023 0.304 [0.230, 0.379] 0.000
Blanco-Grau et al. 2021 fo——— 0.310[0.235, 0.384] 0.000
Eguchi et al. 2012 — 0.306 [0.231, 0.381] 0.000
Hagstrom et al. 2020 fo———— 0.310[0.236, 0.384] 0.000
Halfon et al. 2021 —_— 0.283 [0.222, 0.344] 0.000
Huber et al. 2022 fo—— 0.312[0.239, 0.386] 0.000
Quzan et al. 2021 p— 0.307 [0.233, 0.382] 0.000
Rivera-Andrade et al. 2019 — 0.296 [0.224, 0.369] 0.000
Sato et al. 2022 fo—— 0.311[0.237, 0.385] 0.000
Schonmann et al. 2021 0.304 [0.229, 0.380] 0.000
Schreiner et al. 2022 —_—— 0.285[0.221, 0.348] 0.000
Sugiyama et al. 2022 0.304 [0.229, 0.380] 0.000
Sung et al. 2020 —_—t 0.322[0.256, 0.387] 0.000
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. Freeman-Tukey's p
Omitted study i P-value
with 95% CI
Abeysekera et al. 2020 —_— 0.562 [0.493, 0.631] 0.000
Alferink et al. 2017 fo——— 0.556 [0.484, 0.628] 0.000
Baba et al. 2011 s 0.541[0.472, 0.610] 0.000
Blanes-Vidal 2022 — 0.544[0.473, 0.615] 0.000
Caballeria et al. 2018 — 0.555 [0.482, 0.627] 0.000
Calleja et al. 2022 —— 0.555[0.483, 0.627] 0.000
Cheng et al. 2016 0.552 [0.479, 0.624] 0.000
Ciardullo et al. 2021 — 0.546 [0.474, 0.618] 0.000
Coste et al. 2022 e 0.564 [0.497, 0.632] 0.000
Eskridge et al. 2021 —_— 0.541[0.472, 0.611] 0.000
Fabrellas et al. 2013 e — 0.555[0.482, 0.627] 0.000
Graupera et al. 2022 f——— 0.555[0.483, 0.627] 0.000
Kjaergaard et al. 2023 r—————— 0.560 [0.490, 0.630] 0.000
Llop et al. 2021 _—————— 0.555[0.483, 0.627] 0.000
Long et al. 2021 — 0.549[0.476, 0.621] 0.000
Nagaoki et al. 2022 0.551[0.478, 0.623] 0.000
Ramakrishnan et al. 2022 _ 0.540[0.471, 0.609] 0.000
Roulot et al. 2011 R — 0.551[0.479, 0.624] 0.000
Trifan et al. 2023 B 0.535[0.470, 0.600] 0.000
Wong et al. 2012 _t 0.564 [0.496, 0.632] 0.000
You et al. 2015 B 0.552 [0.480, 0.624] 0.000
Lemoine et al. 2014 e 0.547[0.476, 0.617] 0.000
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Supplementary Figure 1. Sensitivity analysis using the leave-one-out method. (A) Advanced liver fibrosis (=F3) determined by fibrosis-4
index. (B) Significant liver fibrosis (=F2) determined by vibration-controlled transient elastography (VCTE). (C) Advanced liver fibrosis
(=F3) determined by VCTE. (D) Liver cirrhosis (F4) determined by VCTE.
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Supplementary Figure 1. Continued.
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