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Supplemental Data Figure - Whole blot images of western blot figures
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Supplemental Data Figure - Whole blot images of western blot figures
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Supplemental Data Figure - Whole blot images of western blot figures
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Supplementary Figure - FACS gating

a

b

Supplemental Figure – Gating strategy for sorting P14 spermatogonia and E14.5 gonocytes
a, Gating strategy to sort P14 CD9+ spermatogonia. b, Representative FACS gating strategy to isolate live
gonocytes from single cell suspensions of embryonic testes using the Oct4-EGFP reporter (B6;129S4-
Pou5f1tm2Jae/J).
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Population 3: Singlets II (91.2%) Population 3: GFP+ (Gonocytes) 9.65%)


