
0.2 0.4 0.6 0.8 1.0

Recall

0.2

0.4

0.6

0.8

1.0

P
re

ci
si

on

Accuracy
F1
Precision

A

0.2 0.4 0.6 0.8 1.0

Confidence Score

0.2

0.4

0.6

0.8

1.0

P
re

ci
si

on

hu.MAP 3.0

B

0.2 0.4 0.6 0.8 1.0

Recall

0.2

0.4

0.6

0.8

1.0

P
re

ci
si

on

0.5

0.8

0.4

0.1

0.3

0.6

0.2

0.9

0.7

hu.MAP 3.0

C

100K

200K
Test set PPI

Positive
Negative

0.0 0.2 0.4 0.6 0.8 1.0

Confidence Score

1K

2K

C
ou

nt

D

Figure S1

.CC-BY 4.0 International licenseavailable under a
(which was not certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made 

The copyright holder for this preprintthis version posted October 15, 2024. ; https://doi.org/10.1101/2024.10.11.617930doi: bioRxiv preprint 

https://doi.org/10.1101/2024.10.11.617930
http://creativecommons.org/licenses/by/4.0/


5 10 15 20 >=25
Complex Size

0

1k

2k

3k

4k

N
um

be
r o

f C
om

pl
ex

es

Cluster Confidence
Extremely High
Very High
High
Moderately High
Medium High
Medium

All CORUM GO:BP GO:CC GO:MF HP KEGG REAC
0

0.2

0.4 5975

1909

3949

3233 3251

831

2656

3387

hu.MAP3.0 complexes

0.1

0.3

777

52 143 133 105 149 222 133

Fr
ac

tio
n 

of
 A

ll 
hu

.M
A

P
3.

0 
C

om
pl

ex
es

Randomly Shu�ed Complexes

A

B

Figure S2

.CC-BY 4.0 International licenseavailable under a
(which was not certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made 

The copyright holder for this preprintthis version posted October 15, 2024. ; https://doi.org/10.1101/2024.10.11.617930doi: bioRxiv preprint 

https://doi.org/10.1101/2024.10.11.617930
http://creativecommons.org/licenses/by/4.0/


A

B 3,768,97824,3314,481 3,373 8,156

ProHD↑
huMap↑

ProHD↑
huMap↓

ProHD↓
huMap↑

ProHD↓
huMap↓

randomly
selected

D
et

ec
te

d 
by

 O
pe

nC
el

l [
%

]

0

10

20

30

ProHD.2 covariation score

hu
M

A
P

3.
0 

P
P

I p
ro

ba
bi

lit
y Protein

pair
count

1e+00
1e+01
1e+02
1e+03
1e+04
1e+05

0.00 0.25 0.50 0.75 1.00

0.00

0.25

0.50

0.75

1.00

Figure S3

.CC-BY 4.0 International licenseavailable under a
(which was not certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made 

The copyright holder for this preprintthis version posted October 15, 2024. ; https://doi.org/10.1101/2024.10.11.617930doi: bioRxiv preprint 

https://doi.org/10.1101/2024.10.11.617930
http://creativecommons.org/licenses/by/4.0/


1

0.1 0.2 0.3

2

3

>3

hu
.M

A
P 

co
m

pl
ex

co
nf

id
en

ce
 le

ve
l

Median complex covariation score
in ProteomeHD.2

Figure S4

.CC-BY 4.0 International licenseavailable under a
(which was not certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made 

The copyright holder for this preprintthis version posted October 15, 2024. ; https://doi.org/10.1101/2024.10.11.617930doi: bioRxiv preprint 

https://doi.org/10.1101/2024.10.11.617930
http://creativecommons.org/licenses/by/4.0/


COP9 Signalosome
(humap3_05041.1)

Interface
Overlap

A B

C

COPS8

NEDD8

COPS4

KLHDC3

COPS2

FBXO17

COPS3

COPS5

COPS7B
COPS7A

COPS6

APPBP2

> 0.9

> 0.8

> 0.7

> 0.6

> 0.5

ProteomeHD2

No edge < 0.5

COPS7B COPS7A

COPS6

APPBP2

COPS8

NEDD8KLHDC3

COPS4

COPS2

FBXO17

COPS3

COPS5

> 0.9

> 0.8

> 0.7
> 0.5

hu.MAP3 Score

No edge < 0.5

0.2 0.4 0.6 0.8 1.0
ProteomeHD2 Score

0

2

4

6

8

10

C
ou

nt

COPS7A/B - Core COP9
Core COP9 subunits

COPS7A - COPS7B

D

BABAM1

BABAM2

ABRAXAS2

ABRAXAS1

C9orf85

BRCC3

BABAM1

BABAM2

ABRAXAS2

C9orf85

BRCC3

BABAM1

BABAM2

ABRAXAS1
BRCC3

BRISC/BRCA1-A Complex
(humap3_08508.1)

BRISC Complex BRCA1-A Complex

E F

HG

Figure S5

.CC-BY 4.0 International licenseavailable under a
(which was not certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made 

The copyright holder for this preprintthis version posted October 15, 2024. ; https://doi.org/10.1101/2024.10.11.617930doi: bioRxiv preprint 

https://doi.org/10.1101/2024.10.11.617930
http://creativecommons.org/licenses/by/4.0/


Lo
w tis

su
e s

pe
cif

ici
ty

Tiss
ue

 en
ha

nc
ed

Tiss
ue

 en
ric

he
d

Grou
p e

nri
ch

ed

Tissue specificity classifications

0.0

0.5

1.0

1.5

2.0

2.5

3.0

lo
g 10

(C
ou

nt
)

Structurally Consistent
Mutually Exclusive

Mutually ExclusiveStructurally ConsistentJa
cc

ar
d 

sc
or

e 
of

 s
ub

ce
llu

la
r l

oc
al

iz
at

io
n

−0.2

0.0

0.2

0.4

0.6

0.8

1.0

1.2

ns

0 2 4 6 8 10 12

-log10(Adjusted p-value)

Vesicle-mediated transport

Intracellular vesicle

Cytoskeleton

Signal transduction

GTPase activity

Cell junction

Cytoskeleton organization

Kinase activity

G
O

 T
er

m
 n

am
e

GO:BP
GO:CC
GO:MF

B C

A Figure S6

.CC-BY 4.0 International licenseavailable under a
(which was not certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made 

The copyright holder for this preprintthis version posted October 15, 2024. ; https://doi.org/10.1101/2024.10.11.617930doi: bioRxiv preprint 

https://doi.org/10.1101/2024.10.11.617930
http://creativecommons.org/licenses/by/4.0/


N
um

be
r o

f p
ro

te
in

 c
om

pl
ex

es

Expression variation across lineages
in ProCan dataset

0.25 0.50 0.75

0

10

20

Figure S7

.CC-BY 4.0 International licenseavailable under a
(which was not certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made 

The copyright holder for this preprintthis version posted October 15, 2024. ; https://doi.org/10.1101/2024.10.11.617930doi: bioRxiv preprint 

https://doi.org/10.1101/2024.10.11.617930
http://creativecommons.org/licenses/by/4.0/


Number of annotated complexes significant 0 2 3

Figure S8

.CC-BY 4.0 International licenseavailable under a
(which was not certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made 

The copyright holder for this preprintthis version posted October 15, 2024. ; https://doi.org/10.1101/2024.10.11.617930doi: bioRxiv preprint 

https://doi.org/10.1101/2024.10.11.617930
http://creativecommons.org/licenses/by/4.0/

