
Table 3. Evidence of peripheral circadian regulated transcripts altered by cAMP

Comparison Circadian gene list Changed Measured In List % changed % Present Z Score P Value
2h up and downregulated

Heart Circadian Transcripts (14 ) 72 345 351 21 98 3.7 0
Liver Circadian Transcripts (14 ) 80 426 446 19 96 2.9 0.009
SCN Circadian Transcripts (13 ) 63 343 349 18 98 2.4 0.017
Liver Circadian Transcripts (13 ) 63 343 349 18 98 2.4 0.017

6 h up and dowregulated
Heart Circadian Transcripts (14) 90 345 351 26 98 4.1 0
Liver Circadian Transcripts (14 ) 107 426 446 25 96 4.0 0
SCN Circadian Transcripts (13 ) 84 343 349 24 98 3.3 0.001
Liver Circadian Transcripts (13 ) 84 343 349 24 98 3.3 0.001

24h up and downregulated
Heart Circadian Transcripts (14) 128 345 351 37 98 4.0 0
Liver Circadian Transcripts (14 ) 150 426 446 35 96 3.5 0.001
SCN Circadian Transcripts (13 ) 119 343 349 35 98 2.9 0.007
Liver Circadian Transcripts (13 ) 119 343 349 35 98 2.9 0.007

We used the MAPPFINDER program (1) to determine the overlapp of PKA responsive

transcripts (P < 0.06, Fold >50%) with previously published circadian regulated

transcripts from Storch et al. (2) and Panda et al. (3). SCN, suprachiasmatic nucleus;

Changed, number of PKA responsive genes found in set of peripheral circadian genes;

Measured, number of circadian genes in the list represented on the microarray.
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