
 

Supplemental Figure 4  

 

Supplemental Fig. 4. Frequency distributions and statistical significance of 

conserved CRE sites within 5 kb of transcriptional start sites. (A) Conserved 

sites are defined as sites that are aligned in human and mouse and located in the 

21bp window of alignment conserved at ≥80% level. Y axis represents frequency 

of total hits (total number of conserved sites/total number of genes in cluster or 

comparison). Pairwise comparisons represent genes in WT S49 cells changed by 

cAMP (P<0.06 fold >50%). All represents all genes on the array (negative 

control). (B) Statistical significance (P-value) of enrichment of conserved CRE 

sites upstream of genes in each cluster. P-values are calculated assuming a 

binomial distribution B (n,K/N) for the number of conserved CRE sites in a cluster 




