
EU371188|cluster76 1768 GenBank reference Marine Uncultured marine eukaryote clone NPK2 190 2m seawater sample Arctic len=1768 bp REPRESENTATIVE cluster76 1 seqs

EU371358|cluster9 1763 GenBank reference Freshwater Uncultured eukaryote clone NPK97 7 glacial sample Austre Broeggerbreen Svalbard len=1763 bp REPRESENTATIVE cluster9 15 seqs

GQ365870|cluster98 1004 GenBank reference Marine Uncultured eukaryote clone Nor46 Telo 12 Arctic Ocean len=1004 bp REPRESENTATIVE cluster98 1 seqs

HM581741|cluster15 1789 GenBank reference Marine Uncultured marine eukaryote clone CNCIII05 8 central Arctic Ocean at 20m depth len=1789 bp REPRESENTATIVE cluster15 9 seqs

AY295513|cluster125 545 GenBank reference Marine Uncultured eukaryote clone RA000907 47 coastal site English Channel len=545 bp REPRESENTATIVE cluster125 1 seqs

Ga0307984 10127682|cluster28 571 3300031658 metagenomic Marine 3300031658 Marine microb comm Ellis Fjord Antarctic Ocean 78 len=571 bp REPRESENTATIVE cluster28 5 seqs

GQ365853|cluster88 1541 GenBank reference Marine Uncultured eukaryote clone IND72 Telo 3 Indian Ocean len=1541 bp REPRESENTATIVE cluster88 1 seqs

GQ365889|cluster541540GenBankreferenceMarineUnculturedeukaryotecloneNor46Telo3ArcticOceanlen=1540bpREPRESENTATIVEcluster542seqs

GQ365769|cluster21 1537 GenBank reference Marine Uncultured eukaryote clone BL040126 Telo 1 Mediterranean Sea Blanes Bay len=1537 bp REPRESENTATIVE cluster21 8 seqs

Ga0372838 0025571 844 2115|cluster41 1272 3300035239 metagenomic Marine 3300035239 Seawater microb comm the Northeast subarctic Pacific Ocean P26 June 2012 10m len=1272 bp REPRESENTATIVE cluster41 3 seqs

KJ759276|cluster7 1792 GenBank reference Marine Uncultured eukaryote clone SGYO1040 Gulf Stream 15m len=1792 bp REPRESENTATIVE cluster7 16 seqs

EF539138|cluster110 703 GenBank reference Marine Uncultured marine eukaryote clone MB04 38 western Pacific coast harbour len=703 bp REPRESENTATIVE cluster110 1 seqs

KJ759572|cluster24 1794 GenBank reference Marine Uncultured eukaryote clone SGYO592 Gulf Stream 15m len=1794 bp REPRESENTATIVE cluster24 5 seqs

KC488620|cluster52 1685 GenBank reference Marine Uncultured Telonemida clone HL2SF10 61 Ocean water 3m depth at station HL2 from Atlantic Canada len=1685 bp REPRESENTATIVE cluster52 2 seqs

KF129714|cluster79 1748 GenBank reference Marine Uncultured eukaryote clone ST3560 015 60m water sample South China Sea len=1748 bp REPRESENTATIVE cluster79 1 seqs

KJ762974|cluster34 1795 GenBank reference Marine Uncultured eukaryote clone SGUH1332 SPOTstation 5m Eastern North Pacific len=1795 bp REPRESENTATIVE cluster34 3 seqs

Ga0591032 0290502 161 750|cluster42 590 3300060385 metagenomic Marine 3300060385 Seawater microb comm East Sound Orcas Island WA USA ORCAS bact 20210604 08 13 len=590 bp REPRESENTATIVE cluster42 3 seqs

Ga0590828 013659 1 1263|cluster94 1155 3300060392 metagenomic Marine 3300060392 Seawater microb comm East Sound Orcas Island WA USA ORCAS bact 20210613 17 13 len=1155 bp REPRESENTATIVE cluster94 1 seqs

Ga0591043 0012380 2513 4310|cluster3 1798 3300060435 metagenomic Marine 3300060435 Seawater microb comm East Sound Orcas Island WA USA ORCAS bact 20210606 10 09 len=1798 bp REPRESENTATIVE cluster3 65 seqs

Ga0591030 0080220 1 648|cluster59 648 3300060428 metagenomic Marine 3300060428 Seawater microb comm East Sound Orcas Island WA USA ORCAS bact 20210604 08 05 len=648 bp REPRESENTATIVE cluster59 2 seqs

Ga0309838 12028522|cluster38 1744 3300028844 metagenomic Seawater 3300028844 Seawater microb comm Yap Trench western Pacific Ocean 37I-Yap-CTD02-4000m 2000bp Newsun len=1744 bp REPRESENTATIVE cluster38 3 seqs

Ga0591062 017841 2160 3956|cluster20 1797 3300060443 metagenomic Marine 3300060443 Seawater microb comm East Sound Orcas Island WA USA ORCAS bact 20210609 13 13 len=1797 bp REPRESENTATIVE cluster20 8 seqs

Ga0591070 155323 65 668|cluster61 604 3300060588 metagenomic Marine 3300060588 Seawater microb comm East Sound Orcas Island WA USA ORCAS bact 20210610 14 21 len=604 bp REPRESENTATIVE cluster61 2 seqs

CE-Jul18-C7996|cluster10 1792 ERR3997373 metagenomic Freshwater metagenomic assembly Lake Constance Switzerland len=1792 bp REPRESENTATIVE cluster10 14 seqs

KC488615|cluster40 1675 GenBank reference Marine Uncultured Telonemida clone BBL6SCM04 14 Ocean water 20m depth at station BBL1 from Atlantic Canada len=1675 bp REPRESENTATIVE cluster40 3 seqs

EU500219|cluster105 829 GenBank reference Marine Uncultured eukaryote clone hotxp4c7 ocean surface waters Hawaii Ocean TimeSeries len=829 bp REPRESENTATIVE cluster105 1 seqs

Ga0209709 100968031|cluster95 1152 3300027779 metagenomic Marine 3300027779 Marine microb comm western Arctic Ocean ArcticOcean MG CB4 136 len=1152 bp REPRESENTATIVE cluster95 1 seqs

Ga0591001 0439463 1 568|cluster117 568 3300060585 metagenomic Marine 3300060585 Seawater microb comm East Sound Orcas Island WA USA ORCAS bact 20210530 03 09 len=568 bp REPRESENTATIVE cluster117 1 seqs

GU825514|cluster90 1389 GenBank reference Marine Uncultured eukaryote clone AB3F14RM3C07 Caribbean Sea len=1389 bp REPRESENTATIVE cluster90 1 seqs

Ga0031681 10262251|cluster14 541 3300006690 metagenomic Marine 3300006690 metaT of deep ocean microb comm Atlantic Ocean MP257 len=541 bp REPRESENTATIVE cluster14 10 seqs

Ga0591074 0064445 164 1681|cluster31 1518 3300060446 metagenomic Marine 3300060446 Seawater microb comm East Sound Orcas Island WA USA ORCAS bact 20210611 15 13 len=1518 bp REPRESENTATIVE cluster31 4 seqs

Ga0031662 10326371|cluster130 521 3300006686 metagenomic Marine 3300006686 metaT of deep ocean microb comm Atlantic Ocean MP0258 len=521 bp REPRESENTATIVE cluster130 1 seqs

Ga0374990 0028628 46 1844|cluster4 1799 3300035035 metagenomic Marine 3300035035 Marine planktonic microb comm Bay of Bengal Indian Ocean 3T len=1799 bp REPRESENTATIVE cluster4 29 seqs

Ga0187217 11560621|cluster128 536 3300017770 metagenomic Marine 3300017770 Marine viral comm oligotrophic San Pedro Time Series SPOT site San Pedro Channel CA USA 15 SPOT SRF 2010-09-15 len=536 bp REPRESENTATIVE cluster128 1 seqs

KC488614|cluster39 1696 GenBank reference Marine Uncultured Telonemida clone BBL1SF04 91 Ocean water 20m depth at station BBL1 from Atlantic Canada len=1696 bp REPRESENTATIVE cluster39 3 seqs

KC488611|cluster83 1683 GenBank reference Marine Uncultured Telonemida clone BBL1SCM04 64 Ocean water 20m depth at station BBL1 from Atlantic Canada len=1683 bp REPRESENTATIVE cluster83 1 seqs

GU117664|cluster87 1549 GenBank reference Marine Uncultured eukaryote clone Dhr41 Telo 11 Antarctic seawater len=1549 bp REPRESENTATIVE cluster87 1 seqs

AY665037|cluster77 1751 GenBank reference Marine Uncultured eukaryote clone SCM38C20 DCM Sargasso Sea len=1751 bp REPRESENTATIVE cluster77 1 seqs

KF130004|cluster50 1754 GenBank reference Marine Uncultured eukaryote clone ST5900 050 surface water sample from the South China sea len=1754 bp REPRESENTATIVE cluster50 2 seqs

Ga0308020 10883801|cluster129 535 3300031175 metagenomic Marine 3300031175 Marine microb comm water near the shore Antarctic Ocean349 len=535 bp REPRESENTATIVE cluster129 1 seqs

GU825166|cluster56 1204 GenBank reference Marine Uncultured eukaryote clone AA5F14RJ1B11 oxygenated water column sample Cariaco Basin Caribbean Sea len=1204 bp REPRESENTATIVE cluster56 2 seqs

Ga0075515 101572511|cluster127 541 3300006404 metagenomic Salinity Gradient 3300006404 Aqueous microb comm Delaware River and Bay FW to marine salinity gradient DEBay Sum 29 N <0 8 RNA2 len=541 bp REPRESENTATIVE cluster127 1 seqs

RH-16sep19-C1622275|cluster133 433 PRJNA429141 metagenomic Freshwater metagenomic assembly Rimov Reservoir Czechia len=433 bp REPRESENTATIVE cluster133 1 seqs

Ga0115012 111503881|cluster115 577 3300009790 metagenomic Marine 3300009790 Marineeukaryotic phytoplankton comm Tropical Atlantic ANT10 metaG len=577 bp REPRESENTATIVE cluster115 1 seqs

KJ763724|cluster66 1811 GenBank reference Marine Uncultured eukaryote clone SGYP495 Gulf Stream 105m North Atlantic len=1811 bp REPRESENTATIVE cluster66 1 seqs

HRS-EL6-C668673|cluster132 447 PRJEB52406 metagenomic Freshwater metagenomic assemblyRimov Reservoir Czechia len=447 bp REPRESENTATIVE cluster132 1 seqs

KJ763137|cluster23 1799 GenBank reference Marine Uncultured eukaryote clone SGUH499 SPOTstation 5m Eastern North Pacific len=1799 bp REPRESENTATIVE cluster23 5 seqs

KJ763416|cluster75 1778 GenBank reference Marine Uncultured eukaryote Eastern North Pacific len=1778 bp REPRESENTATIVE cluster75 1 seqs

KJ763542|cluster72 1795 GenBank reference Marine Uncultured eukaryote clone SGYP1313 Gulf Stream 105m North Atlantic len=1795 bp REPRESENTATIVE cluster72 1 seqs

Ga0374986 0050876 74 1843|cluster16 1770 3300035107 metagenomic Marine 3300035107 Marine planktonic microb comm Bay of Bengal Indian Ocean 3P len=1770 bp REPRESENTATIVE cluster16 9 seqs

Ga0591027 0381975 1 567|cluster118 567 3300060592 metagenomic Marine 3300060592 Seawater microb comm East Sound Orcas Island WA USA ORCAS bact 20210603 07 17 len=567 bp REPRESENTATIVE cluster118 1 seqs

Ga0590827 0113176 1 911|cluster101 911 3300060391 metagenomic Marine 3300060391 Seawater microb comm East Sound Orcas Island WA USA ORCAS bact 20210613 17 09 len=911 bp REPRESENTATIVE cluster101 1 seqs

Ga0453793 0211105 1 1008|cluster97 1008 3300044670 metagenomic Estuarine 3300044670 Estuarine water microb comm San Francisco Bay California United States Dec19 SB 10 27D len=1008 bp REPRESENTATIVE cluster97 1 seqs

KJ757114|cluster8 1803 GenBank reference Marine Uncultured eukaryote clone SGYY1147 East Pacific Rise 2500m len=1803 bp REPRESENTATIVE cluster8 15 seqs

Ga0590826 0021098 1570 3367|cluster11 1798 3300060390 metagenomic Marine 3300060390 Seawater microb comm East Sound Orcas Island WA USA ORCAS bact 20210613 17 05 len=1798 bp REPRESENTATIVE cluster11 12 seqs

GU824945|cluster93 1196 GenBank reference Marine Uncultured eukaryote clone AA5F15RM1F06 Caribbean Sea len=1196 bp REPRESENTATIVE cluster93 1 seqs

Ga0138324 105067151|cluster62 537 3300010987 metagenomic Marine 3300010987 metaT of Marine eukaryotic comm Antarctic Ocean ANT-7 len=537 bp REPRESENTATIVE cluster62 2 seqs

GQ365817|cluster100 918 GenBank reference Marine Uncultured eukaryote clone IND31 Telo 31 Indian Ocean len=918 bp REPRESENTATIVE cluster100 1 seqs

GQ365800|cluster102 902 GenBank reference Marine Uncultured eukaryote clone IND31 Telo 11 ocean water Indian Ocean len=902 bp REPRESENTATIVE cluster102 1 seqs

Ga0075486 10945091|cluster124 546 3300006425 metagenomic Salinity Gradient 3300006425 Aqueous microb comm DelawareRiver and Bay FW to marine salinity gradient DEBay Fall 30 <0 8 RNA2 len=546 bp REPRESENTATIVE cluster124 1 seqs

AY665040|cluster37 1753 GenBank reference Marine Uncultured eukaryote clone SCM27C23 DCM Sargasso Sea len=1753 bp REPRESENTATIVE cluster37 3 seqs

AY665041|cluster18 1751 GenBank reference Marine Uncultured eukaryote clone SCM27C12 DCM Sargasso Sea len=1751 bp REPRESENTATIVE cluster18 9 seqs

KE-21nov18-C398286|cluster114583ERR12084945metagenomicFreshwatermetagenomicassemblyKlicavaReservoirCzechialen=583bpREPRESENTATIVEcluster1141seqs

ZE-03apr19-C2628845|cluster134 425 ERR3719137 metagenomic Freshwater metagenomic assembly Lake Zurich Switzerland len=425 bp REPRESENTATIVE cluster134 1 seqs

AJ564770|cluster47 1791 GenBank reference Marine Uncultured eukaryote clone BL010625 25 marine picoplankton Spain len=1791 bp REPRESENTATIVE cluster47 2 seqs

Ga0453785 0629744 79 621|cluster126 543 3300044724 metagenomic Estuarine 3300044724 Estuarine water microb comm San Francisco Bay California United States Oct18 FB 1 27D len=543 bp REPRESENTATIVE cluster126 1 seqs

KF129904|cluster22 1756 GenBank reference Marine Uncultured eukaryote clone ST3960 034 60m water sample South China Sea len=1756 bp REPRESENTATIVE cluster22 6 seqs

Ga0079227 10477431|cluster43 529 3300007342 metagenomic Marine 3300007342 Seawater microb comm Saanich Inlet British Columbia Canada KN S2 Surf A metaT len=529 bp REPRESENTATIVE cluster43 3 seqs

AM418563|cluster32 1798 GenBank reference Marine Uncultured Telonema clone IND31 100 marine picoplankton Indian ocean len=1798 bp REPRESENTATIVE cluster32 3 seqs

Ga0373639 0110932 504 1114|cluster60 611 3300035201 metagenomic Marine 3300035201 Seawater microb comm eastern tropical North Pacific Ocean AMALJGI-DNA-1 len=611 bp REPRESENTATIVE cluster60 2 seqs

MaH-04nov19-C844675|cluster121 553 ERR5863107 metagenomic Freshwater metagenomic assembly Lake Maggiore Italy len=553 bp REPRESENTATIVE cluster121 1 seqs

ZLH-24apr19-C153201|cluster112 627 ERR12084963 metagenomic Freshwater metagenomic assembly Lake Zurich Switzerland len=627 bp REPRESENTATIVE cluster112 1 seqs

LRGLA-SRR15198242-C15595|cluster55 1311 SRR15198242 metagenomic Freshwater metagenomic assembly Loriguilla Reservoir Spain len=1311 bp REPRESENTATIVE cluster55 2 seqs

HRS-EL3-C19696|cluster111 665 PRJEB52406 metagenomic Freshwater metagenomic assembly Rimov Reservoir Czechia len=665 bp REPRESENTATIVE cluster111 1 seqs

Ga0188821 10063081|cluster113 620 3300018607 metagenomic Freshwater 3300018607 metaT of FW lake microb comm Lake Tornetrask Sweden GS667 3p0 dT len=620 bp REPRESENTATIVE cluster113 1 seqs

SimonC-SRR5818246-C300739|cluster109 751 SRR5818246 metagenomic Freshwater metagenomic assembly Lake Simoncouche Canada len=751 bp REPRESENTATIVE cluster109 1 seqs

AH-03may19-C17681|cluster1 1799 ERR3719150 metagenomic Freshwater metagenomic assembly Lake Attersee Austria len=1799 bp REPRESENTATIVE cluster1 203 seqs

EU162631|cluster71 1798 GenBank reference Freshwater Uncultured eukaryote clone PTG4SP2005 Lake Pavin France len=1798 bp REPRESENTATIVE cluster71 1 seqs

RH-27jun17-C516868|cluster57 1032 PRJNA429141 metagenomic Freshwater metagenomic assembly Rimov Reservoir Czechia len=1032 bp REPRESENTATIVE cluster57 2 seqs

KC488619|cluster51 1706 GenBank reference Marine Uncultured Telonemida clone HL2SF04 80 Ocean water 3m depth st HL2 Atlantic Zone Monitoring Program Canda len=1706 bp REPRESENTATIVE cluster51 2 seqs

AY665027|cluster78 1748 GenBank reference Marine Uncultured eukaryote DCM Sargasso Sea len=1748 bp REPRESENTATIVE cluster78 1 seqs

JF730870|cluster82 1690 GenBank reference FreshwaterUncultured eukaryote clone W8eG9 WardHunt Lake Canada len=1690 bp REPRESENTATIVE cluster82 1 seqs

Ga0364475 115879611|cluster119 563 3300033064 metagenomic Freshwater 3300033064 FW microb comm meromitic lake A Ellesmere Island Canada CoAss Gp0356493 Gp0356494 Gp0356495 len=563 bp REPRESENTATIVE cluster119 1 seqs

AM418562|cluster33 1795 GenBank reference Marine Uncultured Telonema clone 33 54 marine picoplankton Indian Ocean len=1795 bp REPRESENTATIVE cluster33 3 seqs

KJ763494|cluster48 1791 GenBank reference Marine Uncultured eukaryote clone SGYP1221 Gulf Stream 105m North Atlantic len=1791 bp REPRESENTATIVE cluster48 2 seqs

GU825142|cluster92 1199 GenBank reference Marine Uncultured eukaryote clone AI5F13RM3H03 micro-oxic water column sample Cariaco Basin Caribbean Sea len=1199 bp REPRESENTATIVE cluster92 1 seqs

KJ760321|cluster73 1794 GenBank reference Marine Uncultured eukaryote clone SGYS751 Gulf Stream 2500m len=1794 bp REPRESENTATIVE cluster73 1 seqs

FJ537314|cluster46 1794 GenBank reference Marine Uncultured Telonemia clone Biosope T33 138 South East Pacific Ocean len=1794 bp REPRESENTATIVE cluster46 2 seqs

OM480747|cluster65 1813 GenBank isolate Wet moss Telonema sp DVTikhonenkov-2022e strain Tel-2 Isolate wet moss and sand on Champ Island Franz Josef Land Russia len=1813 bp REPRESENTATIVE cluster65 1 seqs

ME-21oct19-C24010|cluster131 507 ERR5863108 metagenomic Freshwater metagenomic assembly Lake Medard Czechia len=507 bp REPRESENTATIVE cluster131 1 seqs

MiH-16apr19-C183315|cluster6 1534 ERR3719156 metagenomic Freshwater metagenomic assembly Lake Milada Czechia len=1534 bp REPRESENTATIVE cluster6 17 seqs

OM415985|cluster25 1788 GenBank isolate Marine Telonema sp DVTikhonenko-2022c strain Tel-3 Isolate sand of the marine littoral zone of the White Sea Russia len=1788 bp REPRESENTATIVE cluster25 5 seqs

AY295583|cluster123 548 GenBank reference Marine Uncultured eukaryote clone RA010412 17 coastal site English Channel len=548 bp REPRESENTATIVE cluster123 1 seqs

AY295352|cluster122 550 GenBank isolate Marine Telonema subtile RCC358 Isolate coastal site English Channel len=550 bp REPRESENTATIVE cluster122 1 seqs

KC771198|cluster68 1805 GenBank reference Marine Uncultured marine eukaryote clone I-6-MC193-OTU-38 Bering Sea len=1805 bp REPRESENTATIVE cluster68 1 seqs

EU050980|cluster49 1768 GenBank reference Freshwater Uncultured eukaryote clone SS1 E 01 20 sediment Kings Bay Svalbard Arctic len=1768 bp REPRESENTATIVE cluster49 2 seqs

Ga0491193 0033999 331 2141|cluster29 1811 3300046449 metagenomic Marine 3300046449 Melted sea ice microb comm Arctic Ocean MOSAiC PS122 405 len=1811 bp REPRESENTATIVE cluster29 4 seqs

Ga0491190 0065174 1262 1746|cluster64 485 3300045789 metagenomic Marine 3300045789 Melted sea ice microb comm Arctic Ocean MOSAiC PS122 309 len=485 bp REPRESENTATIVE cluster64 2 seqs

EU050979|cluster35 1775 GenBank reference Freshwater Uncultured eukaryote clone SS1 E 01 55 sediment from the Kings Bay Svalbard len=1775 bp REPRESENTATIVE cluster35 3 seqs

Ga0105052 103436321|cluster58 985 3300007523 metagenomic Freshwater 3300007523 FW microb comm Lake Fryxell lifto ffmats and glacier meltwater Antarctica FRY-03 len=985 bp REPRESENTATIVE cluster58 2 seqs

Ga0306909 1252991|cluster120 558 3300028405 metagenomic Saline lake 3300028405 Saline lake microb comm Rauer Islands Antarctica metaG Filla 2 697 v2 version 2 len=558 bp REPRESENTATIVE cluster120 1 seqs

DQ103827|cluster27 1656 GenBank reference Marine Uncultured marine eukaryote clone M2 18G12 anoxic Mariager Fjord Denmark len=1656 bp REPRESENTATIVE cluster27 5 seqs

DQ103867|cluster13 1800 GenBank reference Marine Uncultured marine eukaryote clone M3 18B12 anoxic Mariager Fjord Denmark len=1800 bp REPRESENTATIVE cluster13 10 seqs

EF526892|cluster45 1810 GenBank reference Marine Uncultured marine eukaryote clone NA2 1F1 anoxic Framvaren Fjord Norway len=1810 bp REPRESENTATIVE cluster45 2 seqs

Ga0314776 0025894 1591 3402|cluster2 1812 3300035162 metagenomic Marine 3300035162 Sea-ice brine microb comm Beaufort Sea near Barrow Alaska United States SB 02 2018 len=1812 bp REPRESENTATIVE cluster2 76 seqs

Ga0307999 11316391|cluster116 577 3300031608 metagenomic Marine 3300031608 Marine microb comm water near the shore Antarctic Ocean1 len=577 bp REPRESENTATIVE cluster116 1 seqs

Ga0209713 100115703|cluster5 1762 3300027883 metagenomic Marine 3300027883 Marine eukaryotic phytoplankton comm Arctic Ocean- Svalbard ARC20M metaG len=1762 bp REPRESENTATIVE cluster5 20 seqs

GU117661|cluster84 1560 GenBank reference Marine Uncultured eukaryote clone Dhr41 Telo 4 Antarctic seawater len=1560 bp REPRESENTATIVE cluster84 1 seqs

ANTA-KGeo-SRR17686876-C18228|cluster106 815 SRR17686876 metagenomicMarine metagenomic assembly Antarctica King George Island len=815 bp REPRESENTATIVE cluster106 1 seqs

Ga0491191 0364076 762 1250|cluster44 488 3300046532 metagenomic Marine 3300046532 Seawater microb comm Arctic Ocean MOSAiC PS122 328 len=488 bp REPRESENTATIVE cluster44 3 seqs

KJ758085|cluster74 1791 GenBank reference Marine Uncultured eukaryote clone SGYI422 Ross Sea 20m len=1791 bp REPRESENTATIVE cluster74 1 seqs

KJ758283|cluster30 1800 GenBank reference Marine Uncultured eukaryote clone SGYI847 Ross Sea 20m len=1800 bp REPRESENTATIVE cluster30 4 seqs

KJ763004|cluster70 1800 GenBank reference Marine Uncultured eukaryote clone SGUH1396 SPOTstation 5m Eastern North Pacific len=1800 bp REPRESENTATIVE cluster70 1 seqs

JN832720|cluster81 1700 GenBank reference Marine Uncultured eukaryote clone E MO 3G01 seawater from coral reef at 365m depth mid-Norwegian continental margin len=1700 bp REPRESENTATIVE cluster81 1 seqs

Ga0308023 10173782|cluster96 1055 3300031167 metagenomic Marine 3300031167 Marine microb comm water near the shore Antarctic Ocean418 len=1055 bp REPRESENTATIVE cluster96 1 seqs

AJ564768|cluster36 1764 GenBank reference Marine Uncultured eukaryote clone RA000412 136 marine picoplankton France len=1764 bp REPRESENTATIVE cluster36 3 seqs

AJ564771|cluster19 1809 GenBank isolate Marine Telonema subtilis RCC404 5 Isolate Oslo fjord len=1809 bp REPRESENTATIVE cluster19 8 seqs

GQ365824|cluster104864GenBankreferenceMarineUnculturedeukaryotecloneIND31Telo38oceanwaterIndianOceanlen=864bpREPRESENTATIVEcluster1041seqs

GQ365830|cluster108 768 GenBank reference Marine Uncultured eukaryote clone IND31 Telo 43 Indian Ocean len=768 bp REPRESENTATIVE cluster108 1 seqs

GQ365855|cluster85 1550 GenBank reference Marine Uncultured eukaryote clone IND72 Telo 5 Indian Ocean len=1550 bp REPRESENTATIVE cluster85 1 seqs

Ga0073948 10377321|cluster12 1130 3300031052 metagenomic Seawater 3300031052 Seawater microb comm Saanich Inlet British Columbia Canada DeepDOM E4 X 0 2 metaT len=1130 bpREPRESENTATIVE cluster12 12 seqs

KF129942|cluster17 1766 GenBank reference Marine Uncultured eukaryote clone ST3960 092 60m water sample South China Sea len=1766 bp REPRESENTATIVE cluster17 9 seqs

GQ365856|cluster86 1550 GenBank reference Marine Uncultured eukaryote clone IND72 Telo 6 Indian Ocean len=1550 bp REPRESENTATIVE cluster86 1 seqs

GU825443|cluster89 1391 GenBank reference Marine Uncultured eukaryote clone AB3F14RM3H07 Caribbean Sea len=1391 bp REPRESENTATIVE cluster89 1 seqs

KJ761477|cluster69 1805 GenBank reference Marine Uncultured eukaryote East Pacific Rise 1500m len=1805 bp REPRESENTATIVE cluster69 1 seqs

KC488613|cluster80 1716 GenBank reference Marine Uncultured Telonemida clone BBL1SCM10 41 Ocean water 10m depth at station BBL1 from Atlantic Canada len=1716 bp REPRESENTATIVE cluster80 1 seqs

Ga0491190 0109625 1 485|cluster63 485 3300045789 metagenomic Marine 3300045789 Melted sea ice microb comm Arctic Ocean MOSAiC PS122 309 len=485 bp REPRESENTATIVE cluster63 2 seqs

OM415986|cluster67 1808 GenBank isolate Marine Telonemida sp DVTikhonenko-2022a strain P-2 Isolate water column Kara Sea Russia len=1808 bp REPRESENTATIVE cluster67 1 seqs

Ga0491190 0030443 1905 2785|cluster103 881 3300045789 metagenomic Marine 3300045789 Melted sea ice microb comm Arctic Ocean MOSAiC PS122 309 len=881 bp REPRESENTATIVE cluster103 1 seqs

Ga0436644 0131096 79 891|cluster107 813 3300040809 metagenomic Estuarine 3300040809 Estuary water microb comm Narragansett Bay Rhode Island USA E3 AmbA len=813 bp REPRESENTATIVE cluster107 1 seqs

Ga0316088 100091|cluster26 1762 3300030024 metagenomic Metatranscriptome 3300030024 metaT of crustal fluid microb comm North Pond Mid-Atlantic Ridge Atlantic Ocean 1382A 2012 len=1762 bp REPRESENTATIVE cluster26 5 seqs

OM415987|cluster99 1003 GenBank isolate Marine Telonemida sp DVTikhonenko-2022b strain P-1 Isolate water column Kara Sea Russia len=1003 bp REPRESENTATIVE cluster99 1 seqs

Ga0315802 1018781|cluster53 1665 3300029979 metagenomic Metatranscriptome 3300029979 metaT of crustal fluid microb comm North Pond Mid-Atlantic Ridge Atlantic Ocean 1382A 2017 len=1665 bp REPRESENTATIVE cluster53 2 seqs

Ga0436645 0038969 659 2015|cluster91 1357 3300040810 metagenomic Estuarine 3300040810 Estuary water microb comm Narragansett Bay Rhode Island USA E3 AmbB len=1357 bp REPRESENTATIVE cluster91 1 seqs

85

94

97

83

82

88

100

100

100

80

100

100

91

100

80

91

98

100

86

99

81

88

86

99

80

85

100

88

81

81

80

94

85

99

100

87

82

90

92

86

88

98

97

98

100

98

99

89

86

97

92

80

85

85

1

1

1

10

3

1

1

2

5

8

1

4

1

1

3

1

1

3

1

1

3

2

3

1

76

5

1

1

3

2

1

16

1

1

203

1

1

9

1

1

15

1

1

1

2

65

3

1

1

1

1

1

3

8

5

3

1

9

1

1

3

17

1

29

2

1

10

2

1

1

1

1

1

20

1

9

1

1

1

4

12

6

2

3

1

1

1

2

1

1

3

12

1

9

1

1

5

1

2

2

2

3

2

1

1

2

4

2

15

1

1

2

1

2

14

1

1

2

1

8

1

1

1

1

1

1

5

5

1

2

2

2

1

1

 0.1

C
la

s
s
ifi

c
a

tio
n

T
y
p

e

H
a

b
ita

t

L
e

n
g

th

C
lu

s
te

r 
S

iz
e

Type:

Telo1

Telo2

Other

Classification:

Clone

Metagenomic 

Isolate

Habitat:
Marine

Freshwater

Other

Estuarine

Supplementary Figure S3. Maximum likelihood phylogenetic trees of representative Telonemia 18S rRNA gene sequences clustered at 99% nucleotide identity. Alignment was performed using MAFFT. The outgroup sequences 
are not shown but indicated by an arrow. Tree scale is shown at the left. Ultrafast bootstrap values more than 80 are shown at each node. Telonemia Classification, Type, and Habitat, and size of the cluster of 18s rRNA 
sequences, and a combined legend are shown to the right.


