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V  A  P   G  E  A  K  N  L

MHC binding: Rank < 2%
Max Immunogenicity: 0.98
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AAAGAGAAACTAG|ACCAGCTGGTGTAT
K  E  K  L   D  Q  L  V  Y

MHC binding: Rank < 0.5%
Max Immunogenicity: 0.87
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T|ATGCTTTAGCCAATATCAAGTGGATT
 Y  A  L  A  N  I  K  W  I

MHC binding: Rank < 2%
Max Immunogenicity: 0.97
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ACAG|AGTTACAGCGCACATTAAGCCTA
T   E  L  Q  R  T  L  S  L

MHC binding: Rank < 0.5%
Max Immunogenicity: 0.98

E24 E23

AAAGGCCCATG|GTACCCCCTAAGCCTG
K  G  P   W Y  P  L  S  L

MHC binding: Rank < 2%
Max Immunogenicity: 0.41

E3E2

C6orf52: E6-E7

RASA3: E5_114128541-E18 DYNLT5: E7-I7

C20orf204: E2-E3
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