DLK1 PROMOTER CpGs
1

cg27109672
cg18122767
909212014
923522522
cg06504820
cg16544010
cg16103098
918392604
cg10113715
cg15831296
cg09865386
cg18864857
cg14092276
cg18373878
cg10528576
cg07445547
cg17412258
cg02874376
| lcg21575295

Methylation
1

0.5

0
Relation_Gene
5_end_regulatory_region
Sample_Type

M PBMCS
Sperm

1.00

0.75 1

10,50

Mean Meth

0.25 1

0.00 1

P-value < 0.001

F'EII":-’ICS Spnlarm
Sample_Type

Sample_Type

BE PBMCs
E Sperm

Supplementary Figure S1. Methylation analysis of the DLK7 locus for quality control of somatic cell contamination. CpG promoter sites associated to DLK7 gene
(HeatMap on the left) and mean methylation values (BoxPlot on the right) in peripheral blood mononuclear cells (PBMCs) and sperm cells are shown. These sites are
differentially methylated between PBMCs and sperm cells. The methylation pattern showed no somatic cell contamination in the subsample analyzed.



