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Table S1. Primer list used in this study.

Gene Forward primer (5'—3") Reverse primer (5'—3') Accession no.
Aanatl TTGGACACQ(AE\CCCTTGGA CAGTGCGCT}CA:\ACTACTGAC NM_200704.1
Aanat2? CAGGGCAAAI_GGCTCCATC CAGGGCAA@;_GGCTCCATC NM_ 1314113
Tphlal ACTCTATCCC::(_:I_TCACACGC TGTTGTCTT%ACGGGAGTC NM_178306.3
Hiomt: GACCTGTTTGAAGCCCTC | ACAGATGGTCTTGTACGGT | NM_001114900
TACA GTC 9.1
EF1-02 CTTCTCAGGé: TGACTGTG CCGCTAGCATTACCCTCC AY422992
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Figure S1. UV-Vis and MS spectrum of 1.
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Figure S2. The *H NMR spectrum of natural 1 in methanol-da.
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Figure S3. The 'H NMR spectrum of standard 1 in methanol-d..
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Figure S4. UV-Vis and MS spectrum of 2.
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Figure S5. The 'H NMR spectrum of 2 in methanol-da.
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Figure S6. UV-Vis and MS spectrum of 3.
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Figure S7. The *H NMR spectrum of 3 in methanol-da.
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Figure S8. UV-Vis and MS spectrum of 4.
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Figure S9. The *H NMR spectrum of natural 4 in methanol-da.
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Figure S10. The *H NMR spectrum of standard 4 in methanol-da.
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Figure S11. EIC chromatogram of natural and synthetic 2.
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Figure S12. EIC chromatogram of natural and synthetic 3.
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DAD1 F, Sig=280.4 Ref=off (2204191220419 2022-04-25 10-42-03\COMPOUND 1 X 10.D)
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Figure S13. Assessment of purity through HPLC chromatogram analysis for 1.
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DAD1 F, Sig=280,4 Ref=off (2204191220419 2022-04-22 18-10-30\COMPOUND 2 X 10.D)
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Figure S14. Assessment of purity through HPLC chromatogram analysis for 2.
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Figure S15. Assessment of purity through HPLC chromatogram analysis for 3.
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Figure S16. Assessment of purity through HPLC chromatogram analysis for 4.
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