c1_414_protein dephosphorylation { | Protein Synthesis | Neuron | DLPFC
c1_37_detfection of chemical stimulus
involved in sensory perception of bitter-l | Synapse ] Oligodendrocyte | DLPFC
taste
c1_194 RNA processing -| | Metabolism | none | DLPFC
c1_399_Golgi organization | Transport/Localization | none | DLPFC
c¢1_94 inorganic cation transmembrane
) %rans or% Transport/Localization Neuron dACC
c1_253_ijon transmembrane tranSpor
c1_50_neuropeptide signaling pathway-l | Signaling | Neuron dACC
c1_98_synaptic transmission, GABAergic-I | Synapse 1 Neuron dACC
c1_19_NA{ [ NA | Neuron | dACC
ci 1?8 cromolecule catabolic process
© 7251I’iproteasomaf;propem RI3BRMR . . .
c1_154_proteasomal protein catabetis Metabolism Microglia dACC
process
¢1_90_mitotic chromosome condensation -I | Transport/Localization | Endothelial dACC
c1_234_NA-| | NA | Endothelial dACC
c1_272_vesicle-mediated transport to the
cl_1 OvaesicIe—mediawasraasrpemlwahe1 Transport/Localization none dACC
plasma membrane
c1 22 NA
1.1 327NA:| N NA none dACC
c1_29_synaptic vesicle cycle § | Synapse | Neuron | MeA |
c1_126_peptidyl-glutamic acid - -
modification -I | Metabolism | Oligodendrocyte | MeA |
c1_172_NA{ | NA | Oligodendrocyte | MeA |
c¢1_415_endothelial cell differentiation | BBB | Endothelial | MeA |
1 218_2373_cotranslat|02al Trotf';;?;%?gﬂg-l | Transport/Localization | none | MeA |
c1_882_response to endoplasmic reticulum -
stress'l | Behavior | none | MeA |
c1_85_NAq (
c144427NA:| NA none MeA
c1_44_pyrimidine ribonucleotide -
biosynthetic process i | Metabolism | Neuron BLA
c1_87_NA
o1 1 1_NA:| NA Neuron BLA
c1_28 Golgi organization -I | Transport/Localization | Oligodendrocyte BLA
c1_284_synaptic signaling { | Synapse 1 none BLA
2 3
-log10(overlap.FDR_adj_p)
trauma_measure Childhood
c1_169_NA4 O | NA | Astrocytes DLPFC
c1_24 detection of chemical stimulus \ - -
involved in sensory perception of smeII'I Q | Synapse I Microglia DLPFC
c1_321_NA{ [ NA | Microglia DLPFC
c1_826_vasculature development-l (7\ | BBB I Endothelial DLPFC
c1_49_cat!on transmembrane transport O Transport/Localization none DLPFC
c1_188_cation transmembrane transport Q
c1_40_NA{ @ NA Oligodendrocyte dACC
c1_298_modulation of chemical synaptic ()
¢1_173_modulation of chenif@dlwiﬁkﬁﬁzl ® Synapse none dACC
transmission
c1_104_epoxygenase P450 pathway-l 3 I Metabolism Astrocytes MeA |
c1.53 NA{® | NA hone MeA |
c1_60_maintenance of gastrointestinal -
epithelium -I O | Homeostasis none BLA |
¢1_211_hyaluronan metabolic process -I [ Metabolism none BLA |
c1_201_sensory perception -I I Synapse none BLA I
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