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Table 2
Fold changes of sample pairs as determined by QRTPCR (Fp) and oligonucleotide microarray (Fa(oligo)) using Microarray Suite 4.0
[ [ ] [ ] [ ] [ ] [ | [ ] [ [ ]
Gene E1/C1 E1/C2 E1/C3 E2/C1 E2/C2 E2/C3 E3/C1 E3/C2 E3/C3

PCR | Oligo array| PCR | Oligo array| PCR | Oligo array| PCR | Oligo array| PCR | Oligoarray| PCR | Oligoarray| PCR | Oligo array| PCR | Oligo array| PCR | Oligo array

| [ 355 | [ 345 | [ 345 | [ 255 | [ 254 | [ 255 | [ 357 1 [ 313 1 [ 313

LRG-21 1020 T Taee | 7 i me| P [ilzea | B [il2es| *® iTanr| S5 [T ame| T im0z | ¥ [T 228 %0 [ 2ea

egri 5276 | | | 481 | 6781 | 1] 80.4| 3684 | M| 86.9| 705.0 | 1 | 402 | 906.0 | | | 67.2| 4922 | | | 72.6 | 582.8 | | | 385 | 749.0 | | | 644 [ 4069 | I | 69.6

Nr4al (nur77) 1801 | 1 [ 294 | 793 | 1 [ 262 546 | 1 | 280 1071 | 1 [ 246 | 472 | 1 [ 219 325 | 1 | 234 | 1540 | 1 [ 227 | 678 | | [ 202 467 | 1 ]| 216
ler2 (pip92) 1641 | 1 [ 166 241 | 1] 134 193 | 1 [ 130 221 [ 1 [ 186 329 | 1 | 150 | 264 | 1 [ 146 169 | 1 [ 193] 253 | 1 | 155] 203 | 1 | 151
RGS2 9.8 | | 58| 109 [ 1] 58] 100 1] 70 75 | M| 44 8.4 | | 44 7.7 | | 54 7.2 I | 50 8.1 I | 50 74 1 | 6.1

cun 9.2 | | 88 8.5 | [ 158 7.1 | [ 383 94 I [ 115 87 | [ 207 72 | [ 424 738 | [ 104 72 I [ 187 | 6.0 | | 451
TSC-22 3.4 1 [ 22 3.4 1 [ 20 3.0 1 [ 22 29 1] 18 2.8 1 [ 16 25 1] 19 26 1] 17 26 1 [ 15 2.3 1] 17
gamma-actin 24 |NC| 1.6 30 |[NC| 15 36 |NC| 14 21 |NC| 13 27 |NC| 12 33 |NC| 1.1 1.9 [NC| 1.2 24 |NC| 11 28 |NC|] 1.0

NC| 16 NC| 15 NC| 1.3 NC| 1.3 NC| 1.3 NC| 11 NC| 1.2 NC| 11 NC| 09

beta-actin 1.7 1|17 16 |[NC| 15 16 |[NC| 13 09 |NC| 14 08 |NC| 12 09 |[NC| 1.1 15 |[NC| 1.2 14 |[NC| 11 14 |[NC| 09

NC| 15 NC| 15 NC| 1.3 NC| 1.3 NC| 1.3 NC| 1.1 NC| 1.2 NC| 1.1 NC| 1.0

KLF4 1.8 1 | 37 3.1 I | 40 3.0 1 | 32 1.9 1 | 28 3.4 1 | 33 32 | M| 26 1.9 1 | 35 3.3 I | 38 3.1 1 | 30

Period1 47 I | 25 76 1 | 35 5.8 1 [ 29 5.0 1 | 28 8.1 I | 40 6.2 1 | 33 3.1 I | 34 5.1 | | 48 3.9 1 | 39
Ptp4al 1.6 | NC| 14 17 [NC| 14 20 |NC| 14 1.7 [NC|] 14 1.8 |[NC| 14 20 |NC| 14 1.5 |[NC| 14 1.6 _|NC| 14 1.8 |[NC| 14
gly96 31 |NC| 14 42 |[NC| 15 38 |NC| 14 3.8 1] 18 5.1 1] 19 46 1] 14 3.0 1 [ 15 4.0 1 [ 16 3.7 1] 11

1 | 35 I | 28 1 [ 30 1 [ 30 I | 25 I | 26 I | 34 I | 28 I [ 29

-kappa B 28 T ae | 3% il 2a| %8 iles| 2 [iles | 2T [il2a| *? [ilae | 2 il ea| P T2z *° [ 2s

Gem 44 1| 32 5.1 I | 38 45 1 | 43 34 1 [ 30 3.9 I | 36 3.4 I | 40 3.1 1 | 28 35 1 | 32 3.1 1 | 35

egr2 2693 | 1 | 60 | 3225 1| 73 [ 3463 ] I | 75 | 3311 ] 1| 68 | 3965 | | | 83 [ 4257 I | 84 | 2242 | 1| 61 | 2685 | 1 | 75 [ 2883 ] I | 76

ptpn16 (MKP1) 4.0 1 [ 31 48 1 | 33 3.6 1 | 32 5.3 1 | 36 6.2 1 | 39 48 I | 38 4.0 1 | 36 47 1 | 39 3.6 I | 38
SCL 21 |NC| 1.6 25 1] 18 22 1] 18 20 |NC| 15 24 [ M| 17 22 1] 18 1.8 |[NC| 15 2.1 1] 17 1.9 1] 17

glucose transport protein 1.2 [ NC| 141 14 [ NC|] 1.0 1.3 1] 17 1.6 _|NC| 07 1.8 | NC| 06 1.8 1] 13 11 [ NC|] 1.2 1.3 [NC|] 11 1.2 1] 16
junD 1.4 1] 17 1.7 1 [ 16 1.9 [NC| 13 11 [ NC|] 13 1.3 1] 13 1.5 [ NC| 11 09 |NC| 12 11 [NC|] 12 1.3 [ NC| 1.0
mthfd2 14 [NC| 13 14 [ NC| 13 11 [ NC| 12 1.7 _[NC] 14 1.6 | NC| 1.2 1.3 [ NC|] 11 1.3 [NC|] 11 1.3 [ NC|] 11 11 [ NC] 14
Stat3B 1.0 [NC|] 0.9 1.3 [ NC|] 0.9 14 | NC|] 09 07 |NC| 1.1 08 |NC| 1.0 09 |NC|] 1.0 1.0 [NC|] 1.0 1.2 [ NC|] 1.0 1.3 [ NC|] 1.0

Nrf2 1.2 [ NC| 14 1.6 | NC| 13 14 [NC| 14 1.1 [ NC] 14 14 [ NC| 13 1.3 [NC| 13 09 |NC|] 1.0 1.2 [NC| 1.2 11 [ NC|] 13

Gata2 1.3 [NC|] 11 1.9 [NC|] 11 1.1 [ NC|] 1.0 1.3 [NC|] 1.2 1.8 [ NC| 11 1.1 [ NC|] 1.0 1.1 [ NC] 14 1.6 | NC| 1.0 1.0 [NC| 1.0

NC| 0.8 NC| 07 NC| 0.8 NC| 0.8 NC| 0.8 NC| 0.8 NC| 0.8 NC| 0.8 NC| 0.8

Gatab 0 T'wol os 10 I'ncl os %9 'mp| 06 12 I'nel o7 '3 I'ncl os 0 b os 98 I'nel o7 98 I'ncl os 07 I'nel o7
NC| 07 NC| 07 NC| 07 NC| 09 NC| 09 NC| 09 NC| 11 NC| 1.2 NC| 11

chloride channel 3 12 [NC| 1.0 09 |[NC| 1.0 1.0 [NC| 11 13 |[NC| 09 11 [NC| 1.0 12 |[NC| 11 11 [NC| 11 09 |[NC| 1.1 1.0 [NC| 1.2
NC| 1.0 NC| 1.1 NC| 1.1 NC| 09 NC| 1.0 NC| 1.1 NC| 1.1 NC| 1.2 NC| 1.2

Cox8a 12 [NC|] 17 1.5 [NC|] 11 14 [ NC| 13 1.0 [NC|] 13 1.3 [ NC| 08 1.2 [ NC| 11 09 |NC| 0.6 1.1 [ NC|] 04 1.1 [ NC|] 05
elongation factor 2 08 |NC| 1.3 08 |NC| 1.1 1.1 [ NC] 14 08 |NC| 1.1 08 |NC| 1.0 1.2 [ NC|] 09 23 |NC| 12 24 |NC|] 1.0 34 |NC|] 1.0
Fatty acid synthase 1.2 [NC|] 13 1.5 [NC| 1.2 1.2 [ NC| 11 11 [ NC] 14 14 [ NC|] 1.0 1.1 [ NC|] 1.0 20 |NC| 1.1 25 |NC|] 1.0 20 |NC|] 1.0
G-binding protein 11 [NC] 07 1.2 [ NC|] 06 1.1 _[NC|] 07 1.2 [ NC|] 08 1.2 [ NC|] 08 1.2 [ NC|] 0.9 09 |NC| 09 09 |NC| 08 09 |NC|] 1.0
growth factor-induced 1.0 [NC|] 06 1.0 [NC] 07 1.0 [NC|] 07 1.1 [ NC|] 06 1.0 [NC] 07 1.0 [NC|] 07 08 |NC| 13 08 |NC| 1.3 08 |NC| 1.3
Hdac1 1.3 [ NC|] 08 1.2 [ NC|] 09 1.2 [ NC|] 09 1.2 [ NC|] 08 1.1 [ NC] 09 1.1 [ NC] 0.9 1.0 [NC|] 0.9 09 |NC|] 1.0 09 |NC| 1.0
HSP86-1 1.3 [NC|] 13 1.8 |[NC| 14 1.5 [NC| 13 1.2 [NC|] 12 1.7 [NC|] 12 14 [ NC|] 11 1.2 [ NC|] 1.0 1.7 [ NC] 14 14 [ NC| 1.0
Na,K-ATPase 11 [ NC] 12 1.6 | NC| 1.2 1.1 [ NC] 14 1.2 [NC| 11 1.6 | NC| 11 11 [ NC] 14 1.0 [NC|] 1.0 14 [ NC| 1.0 09 |NC|] 1.0
26S proteasome 1.1 [ NC|] 1.0 1.3 [NC|] 11 11 [ NC] 14 1.1 [ NC] 1.0 1.3 [NC|] 11 1.1 [ NC] 14 1.0 [NC|] 09 1.2 [ NC|] 1.0 1.0 [NC|] 1.0
PRL2 1.3 [NC|] 1.0 1.3 [NC| 11 1.3 [NC|] 11 1.2 [ NC|] 09 1.2 [NC|] 1.0 1.2 [ NC|] 1.0 1.1 [ NC] 1.0 11 [ NC] 14 1.0 [NC|] 11

small GTP-binding protein | 1.4 | NC| 1.0 1.6 | NC| 09 14 | NC|] 09 1.3 [NC|] 11 1.5 |[NC|] 1.0 1.3 [NC|] 11 1.0 [NC|] 1.0 1.2 [NC|] 1.0 1.1 [ NC] 1.0
ribosomal protein L37 14 | NC|] 09 51 |NC| 0.8 34 |NC| 0.8 1.2 [ NC|] 09 45 |NC| 08 29 |NC| 08 04 |NC| 1.1 14 [ NC|] 1.0 09 |NC| 09
NC| 11 NC| 1.1 NC| 1.1 NC| 1.1 NC| 11 NC| 1.0 NC| 09 NC| 09 NC| 09

ribosomal proetin L7 11 |[NC| 15 17 |[NC| 14 15 |[NC| 1.2 09 |[NC| 13 14 |[NC| 12 12 |[NC| 11 08 |NC| 12 12 [NC| 1.0 11 |[NC| 09
NC| 1.1 NC| 07 NC| 08 NC| 22 NC| 17 NC| 20 NC| 0.8 NC| 06 NC| 07

ribosomal protein S11 1.0 [NC| 14 1.0 [NC|] 13 09 |NC| 12 11 [NC] 12 NC| 11 NC| 1.0 08 |NC| 12 08 |NC| 1.1 08 |NC| 1.0
ribosomal protein S3 09 |NC| 14 1.0 [NC|] 13 1.0 [NC|] 1.2 1.0 [NC|] 13 NC| 1.2 NC| 1.1 11 [ NC] 14 1.2 [NC|] 11 1.2 [ NC|] 1.0
) NC| 16 1 [ 15 NC| 1.3 NC| 1.3 NC| 1.2 NC| 11 NC| 1.2 NC| 11 NC| 1.0

alpha-tubulin 0 Incl e | "0 Inelrs | % [nel 12| M Incl1s | " Incl s | M Inel 1o | M0 [nel 12| M Inel 1| %° [ncl os
HSP40 12 [NC|] 12 14 [ NC| 14 07 |NC| 12 1.0 [NC|] 13 1.2 [ NC|] 11 06 |NC| 1.3 27 |NC| 12 31 |NC| 1.1 1.5 [NC| 1.2
MARCKS-related protein 12 [NC|] 12 14 [NC| 12 1.0 [NC|] 1.2 14 [ NC| 1.0 1.7 _[NC] 14 1.3 [NC| 1.0 1.2 [NC|] 11 14 [ NC|] 11 1.1 [ NC|] 1.0
STY kinase 1.3 [NC| 13 2.0 1] 19 1.9 [NC|] 18 1.2 [ NC|] 09 1.8 |[NC| 13 1.7 [ NC|] 13 11 [ NC] 1.0 1.7 [NC|] 15 1.6 _|NC| 15
hsr.1 1.1 [ NC] 1.0 14 [ NC|] 1.0 1.1 [ NC] 14 1.2 [ NC|] 1.0 1.5 [NC|] 1.0 1.2 [ NC|] 11 09 |NC| 09 1.2 [ NC|] 1.0 09 |NC|] 1.0
malate dehydrogenase 1.1 [NC| 14 1.2 [NC| 14 1.2 [NC| 13 1.2 [NC| 12 1.2 [NC| 14 1.3 [NC| 14 1.0 [NC| 09 1.0 [NC| 11 1.0 [NC| 14

I: Increase _MI: Marginally Increase  NC: No Change MD: Marginally Decrease




