Supplemental Table 3: PMCA results for SNPs at the 2q24.3 locus using the 20-way alignments of mammals, reproduced from Claussnitzer et al. 2014. Sall summary statistic as in Claussnitzer et al 2014. TFiMrestr, number of TF motifs in restricted modules (>50% conservation); TFiM, transcription factor motifs i all modules; TF, number of TF molifs conserved across >50% of species regardless of modules; Modules, number of TF modules total
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