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Supplementary Figure 16. Gating strategies implemented to identify the various T cell populations for analyses and sorting. The target (red gate)
cell population in each panel is indicated above each panel. iNKT and thymic MAIT cells were pre-enriched by CD1d-PBS57 and MR1-5OPRU tetramers
and magnetic beads, respectively.



Supplementary Figure 17. Determining genes associated with cNMF derived Gene Expression Programs (GEPs). Gene ranks
(sorted most to least associated, x-axis) are displayed against their gene_spectra_score output from the cNMF analysis (y-axis) as black dots.
The slope at the first elbow point in the fitted sigmoid curve (red line) was calculated as the minimum threshold for genes to be retained in the given GEP.
The same slope (grey dashed line) was applied to every GEP to prevent bias in ranked gene selection, as the gene ranking between GEPs are not
comparable and relative to each GEP.
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