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Supplementary Figure S2. Estimation of ancestry of the A) AGOG, B) GliomaScan
and C) GICC study samples with reference to the 1000 genome reference by way of
scatter plot of PC1 versus PC2. The black circle represents the centre of the known
European reference samples. AGOG, GliomaScan and GICC samples are
represented by green markers many of which are visually obscured by the overlayed
red European reference sample. PC = principal component. Plots were produced
using R software by Hanna Meyer https://cran.r-
project.org/web/packages/plinkQC/vignettes/AncestryCheck.pdf
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