
P. dumerilii RE families RNA-seq counts 
A

B intragenic intergenic

C

intragenic

intergenic

0 20 40 60 80 100

proportion (%)

P. dumerilii RE types in distinct genomic regions 

Unknown/Unclassified

Simple repeats

LTRs

LINEs

**distinct RE families only, redundant family-type pairs filtered out


