
 

 

 

Supplementary Table 1 | Quality test results of SMARRT.RSV.preF and LNP formulated 

material.  

 



 



Supplementary Table 2 | Biological processes influenced by systemic 

cytokines/chemokines differentially regulated by immunization with 10mcg of 

SMARRT.RSV.preF. Analytes related to biological processes were identified by performing 

a gene set enrichment analysis using the camera algorithm using the MSigDB Hallmark gene 

set collection (n = 8 biologically independent animals). Gene sets with false discovery rate 

(FDR) adjusted p.values<0.05 (moderated two-sided t-statistics) are shown. Analytes that are 

part of each gene set are shown. For each analyte the estimated mean fold change (on a linear 

scale) and associated adjusted p.value (two-sided moderated t-test) as obtained from fitting a 

linear model with time (pre- to post- immunization) as factor is also shown.  

  

 

Supplementary Fig. 1 | RSV.A2 PRNT measured in the serum of immunized animals. 

Lower and upper limit of quantification indicated by the dotted lines. Individual animals (n = 

4/group) are represented by the dots color coded according to treatment with geometric mean 

response by the red line. Animals were boosted at week 16 indicated by the down arrow. No 

statistical analysis was done since the majority of RSV pre-exposed animals had PRNT at 

ULoQ.  



Supplementary Fig. 2 | COMPASS polyfunctionality score (PFS) for RSV.F specific 

memory CD4 (squares) and CD8 (circles) T-cells were determined at week 0 (pre-

immunization) and at week 4 (n = 4/group). Due to insufficient number of cells, data from an 

RSV pre-exposed animal immunized with 10mcg SMARRT.RSV.preF group is not available. 

Statistical significance for CD4 and CD8 PFS was estimated with ANOVA by comparing the 

response between SMARRT immunized groups at weeks 0 and at week 4. ** p<0.01. 

 

 

 
Supplementary Fig. 3 | Gating strategy for intracellular cytokine staining of PBMCs from 

NHPs. 



 
Supplementary Fig. 4 | Binding antibody titers specific to RSV post-F protein were 

measured in the serum of NHPs following RSV infection at week -12. The figure displays the 

temporal kinetics of antibody titers in RSV infected animals (n = 12) that were distributed into 

three groups (n = 4/group). A naïve group (n = 4) was not infected with RSV (green). The limit 

of detection (LoD) is represented by the dotted line, and the geometric mean response is shown 

by the red line. The animals in respective groups were immunized with vaccines at week 0.   


