
Figure S1. RPI‑Seq database predicts a potential relationship between SNHG1 and CLEC7A. It shows a screenshot of the 
interface for the SNHG1 RNA‑CLEC7A Protein Interaction Prediction tool. The resulting probabilities generated by the Random 
Forest (RF) classifier are 0.85, and those generated by the Support Vector Machine (SVM) classifier are 0.74.


