Supplementary data table TO and T1 (seeds)

Proteins Species name GOMF name (gene ontology GOBP name (gene ontology biological Normalized Average Normalized Ratio <0.05
molecular function) function) of (TO0) Average of (T1)

AOA067CZL7 Citrus sinensis RNA binding Translation 674.898671 410.4747338 0.608202 0.032847
V4SY93 Citrus clementina Allene-oxide-cyclase activity Jasmonic acid metabolism 76.19370993 429.4119554 5.635793 0.025759
V45392 Citrus clementina Acetyl CoA ligase activity Lipid metabolism 3602.583861 542.7480342 0.150655 0.006622
V4U519 Citrus clementina Transcription Inflorescence development 1362.121155 488.6021059 0.358707 0.024214
V4SVQ9 Citrus clementina Unfolded protein binding Response to stress 316.6874318 40.24471212 0.12708 0.010461

AO0A067DQM9 Citrus sinensis Glutathione transferase activity Response to chemicals 1703.384608 1026.054007 0.602362 0.01354
V4UT7H5 Citrus clementina Aminopeptidase activity Proteolysis 2709.826386 735.7516295 0.271512 0.004021
V4UMO01 Citrus clementina Phosphatidylcholine binding Respond to abiotic stress 1081.372009 505.3433738 0.467317 0.001597
VATQ66| Citrus clementina L-malate dehydrogenase activity Malate metabolic process 157.8588631 337.6395903 2.13887 0.020479

AOA067ERC6 Citrus sinensis Fatty acid synthase activity Embryo development ending in seed dormancy 387.5954007 129.7744079 0.334819 0.012319
[V4VIN5 Citrus clementina Peptidase activity Proteolysis 776.0942697 122.3250372 0.157616 0.025581

AO0AQ67FF32 Citrus sinensis Aspartic-type endopeptidase activity Proteolysis 505.2683114 247.5664137 0.48997 0.024397
V4S535 Citrus clementina Peptidase activity Stamen formation 590.5157419 375.7515816 0.636311 0.007624
VATVB1 Citrus clementina NAD binding Pyruvate metabolic process 190.2177143 26.61051877 0.139895 0.003543

AOA067FH27 Citrus sinensis Serine-type endopeptidase activity Proteolysis 817.7040915 1673.956752 2.047142 0.02876

AOA067FI88 Citrus sinensis Peroxidase activity Response to oxidative stress 906.1508578 557.8661977 0.615644 0.021346
V4TS21 Citrus clementina Threonine-type endopeptidase activity Response to zinc ion 745.3566089 222.393205 0.298372 0.034178
X2J355 Citrus sinensis Cysteine-type peptidase activity Proteolysis 454.9558064 1944.133634 4.273236 0.01476

AO0A067GH18 Citrus sinensis uncharacterized Uncharacterized 1703.167693 666.1498671 0.391124 0.018759

AOA067GNU4 Citrus sinensis GTPase activity Protein transport 390.4167473 75.7169092 0.193939 0.012215
VATE12 Citrus clementina uncharacterized Uncharacterized 173.4353781 21.39372255 0.123353 0.017187

AOA067HIU2 Citrus sinensis Glucose -6-phosphate isomerase activity Gluconeogenesis 291.5991414 61.04391212 0.209342 0.047286

AOA067GYQ8 Citrus sinensis Protein disulfide isomerase activity Respond to endoplasmic reticulum stress 3691.447463 1974.004265 0.534751 0.042239

AOA067HOC3 Citrus sinensis phosphoprotein phosphatase Inflorescence development 162.7231602 40.94912623 0.251649 0.014853

AOALSBACIHA Citrus lemon ATP dependent protein folding chaperon Protein refolding 1100.287118 191.5143884 0.174059 0.012024
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TO and T5 (Seeds)

Proteins Species name GOMF name (gene ontology GOBP name (gene ontology Normalized Normalized Ratio P<0.05
molecular function) biological function) Average of TO Average of T5

AOA067D3A9 Citrus sinensis Uncharacterized protein Uncharacterized protein 566.6918133 244.7446391 0.431883139 0.010164215
V45392 Citrus clementina Fatty acid synthase activity Lipid biosynthetic process 917.2934438 3602.583861 3.927406094 0.015278158
AOA067EBT2 Citrus sinensis Translation elongation factor activity Protein biosynthesis 1049.3061 1789.248414 1.705172985 0.03683252
AOAQ67ECI6 Citrus sinensis Uncharacterized protein Uncharacterized protein 70.66606868 12.11843817 0.171488784 0.020708577
VATQ66 Citrus clementina L-malate dehydrogenase activity Malate metabolic process 337.6395903 177.9702549 0.527101264 0.049276154
V4V1N5 Citrus clementina Aspartic-type endopeptidase activity Proteolysis 776.0942697 243.95394 0.314335448 0.020468769
AOA067FI88 Citrus sinensis Peroxidase activity Response to oxidative stress 520.9812026 906.1508578 1.73931584 0.016405294
VATETS Citrus clementina RNA binding Translation 130.4054285 281.5694223 2.159184825 0.034020461
X2J355 Citrus sinensis Cysteine type-endopeptidase activity Proteolysis 1944.133634 920.5473452 0.473500036 0.045394726
VAVIX2 Citrus clementina RNA binding rRNA processing 141.0853061 206.5406148 1.46394136 0.044220659
AOA067G7D1 Citrus sinensis Pectin esterase activity Cell wall modification 120.1962861 306.0742074 2.546453116 0.017602217

Q948T8 Citrus jambhiri DNA binding Structural constituents of chromatin 437.5522582 242.1050559 0.553316893 0.0019717
AOA067GGT9 Citrus sinensis Uncharacterized protein Uncharacterized protein 1586.13639 906.9719654 0.571812091 0.047258074
AOA067GNU4 Citrus sinensis GTPase activity Transport 148.4048687 390.4167473 2.630754307 0.001409839
trJAOALS8ACJI4 Citrus limon ATP binding Protein refolding 1100.287118 489.0628759 0.444486596 0.010276047
Q39629 Citrus sinensis acyl-CoA ligase activity Lipid metabolism 994.0126189 1131.578122 1.138394122 0.036386614
V4RJIK9 Citrus clementina Adenosylhomocysteinase activity Carbon metabolism 1264.228029 628.0658357 0.496797905 0.032276137
V4SQX0 Citrus clementina Uncharacterized protein Uncharacterized protein 600.2018385 103.1634897 0.171881329 0.029614637
V4T939 Citrus clementina Serine-type carboxypeptidase proteolysis 840.9145816 595.436932 0.708082539 0.022837573

activity

VATAG2 Citrus clementina Uncharacterized protein Uncharacterized protein 288.8227592 88.90763484 0.307827663 0.045871708
V4UGUQ| Citrus clementina Chitinase activity chitin metabolism 540.6284962 305.5521285 0.565179473 0.041755099
V4VPK9 Citrus clementina Uncharacterized protein Uncharacterized protein 119.848813 68.22415967 0.56925186 0.025141813
VAWEE3 Citrus clementina RNA binding translation 89.1253435 177.128318 1.987406848 0.025141813
tr[VASRES citrus clementina dihydroneopterin aldolase activity Folic acid metabolism 761.123675 970.325435 1.274859089 0.025141813
V4W5U2 citrus clementina Phosphoglucomutase activity glucose metabolic processes 680.135676 876.986787 1.28942918 0.025141813
VAWDKO citrus clementina Metalloendopeptidase activity Proteolysis 970.1343265 1143.185645 1.178378719 0.025141813
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