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Research involving human participants, their data, or biological material
Policy information about studies with human participants or human data. See also policy information about sex, gender (identity/presentation),
and sexual orientation and race, ethnicity and racism.

Reporting on sex and gender

Reporting on race, ethnicity, or
other socially relevant groupings

Population characteristics

Recruitment

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.

Field-specific reporting
Please select the one below that is the best fit for your research. If you are not sure, read the appropriate sections before making your selection.

Life sciences Behavioural & social sciences Ecological, evolutionary & environmental sciences

For a reference copy of the document with all sections, see nature.com/documents/nr-reporting-summary-flat.pdf

Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

Materials & experimental systems

n/a Involved in the study

Antibodies

Eukaryotic cell lines

Palaeontology and archaeology

Animals and other organisms

Clinical data

Dual use research of concern

Plants

Methods

n/a Involved in the study

ChIP-seq

Flow cytometry

MRI-based neuroimaging

in this paper are marked with variable “FERNANDEZ_2024”. The remaining data are available within the Article, Supplementary Information or Source Data file.

Human biospecimens were not chosen based on sex or gender, but were instead chosen based in tissue availability. 28
tumors samples were from females, 29 from males, 1 not reported. Sex was self reported. Findings in this paper are
applicable to both sexes.

Race and ethnicity not reported.

The 58 human glioma samples that were included in this paper includes tumors grades 2, 3 and . Samples included newly
diagnosed and recurrent tumors.

Explicit informed consent was obtained from patients.

All patient-derived tumor tissue was obtained through the UCLA Institutional Review Board (IRB) protocol 10-000655.

No formal statistical method was used to pre-determine sample size. Sample size was determined based on the standard deviation and mean
in groups, with an expected alpha of 0.05 and power of 0.8.

No data were excluded from these studies.

All data were replicated a minimum of 2 times.

Tumour bearing mice were randomized into respective treatment groups.

Blinding was not possible due to the nature of the experiments; however, determination of endpoint for mouse-studies was verified by
technicians who were unaware of the experimental design/hypothesized outcomes.
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Antibodies
Antibodies used

Validation

Eukaryotic cell lines
Policy information about cell lines and Sex and Gender in Research

Cell line source(s)

Authentication

Mycoplasma contamination

Commonly misidentified lines
(See ICLAC register)

Animals and other research organisms
Policy information about studies involving animals; ARRIVE guidelines recommended for reporting animal research, and Sex and Gender in
Research

Laboratory animals

Wild animals

Reporting on sex

Field-collected samples

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.

Novel plant genotypes

Seed stocks

Authentication

Plants

anti-"-actin (8H10D10) mouse mAb (Cell Signaling, 3700), anti-!-tubulin (DM1A) mouse mAb (Cell Signaling, 3873), anti-p53 (DO-1)
mouse mAb (Santa Cruz Biotechnology, SC-126), anti-BAX (D2E11) rabbit mAb (Cell Signaling, 5023), anti-BAK rabbit mAb (Cell
signaling, 3814), anti-BIM (C34C5) rabbit mAb (Cell Signaling, 2933), anti-BID (Human specific) rabbit mAb (Cell signaling, 2002), anti-
PUMA (D30C10) rabbit mAb (Cell Signaling, 12450), anti-Noxa (D8L7U) rabbit mAb (Cell Signaling, 14766), anti-Bcl-2 (50E3) rabbit
mAb (Cell Signaling, 2870), anti-BCL-XL (54H6) rabbit mAb (Cell Signaling, 2764), anti-Mcl-1 (D35A5) rabbit mAb (Cell Signaling, 5453),
anti-HRK (PRS3771) rabbit mAb, and anti-cytochrome c rabbit mAb (Cell Signaling, 4272), anti-BCL-XL (54H6) rabbit mAb (Cell
Signaling, 2764), anti-Mcl-1 (D35A5) rabbit mAb (Cell Signaling, 5453), anti-rabbit IgG HRP-linked (Cell Signaling, 7074) and anti-
mouse IgG HRP-linked (Cell Signaling, 7076), B7-H3 (R&D Systems, AF1027).

All antibodies were purchased from reputable commercial vendors with provided validation information

All cell lines were derived from primary patient tumors obtained at the University of California, Los Angeles. 293FT cells were
used for virus generation, and were purchased from Thermo Fisher. All primary GBM cells generated for these studies are
available upon request subject to an approved materials transfer agreement (MTA).

Authentication of cells was carried out by short-tandem repeat (STR) analysis.

Testing was performed every every month and results were negative. Cell lines to be injected into orthotopic xengraft models
were tested for mycoplasma contamination immediately prior to injection and were negative.

No commonly misidentified cells were used

Female NOD.Cg-Prkdcscid Il2rgtm1Wjl/SzJ mice purchased from the Jackson Laboratory (Strain #:005557) were used for all studies.
Mice were injected at approximately 8 weeks of age.

Not used

Indicate if findings apply to only one sex; describe whether sex was considered in study design, methods used for assigning sex. Provide 
data disaggregated for sex where this information has been collected in the source data as appropriate; provide overall numbers in 
this Reporting Summary. Please state if this information has not been collected.  Report sex-based analyses where performed, justify 
reasons for lack of sex-based analysis.

Not used

All mice were kept under defined pathogen-free conditions at the AAALAC-approved animal facility of the Division of Laboratory
Animals (DLAM) at UCLA. All animal experiments were performed with the approval of the UCLA Office of Animal Resource Oversight
(OARO).

Describe the methods by which all novel plant genotypes were produced. This includes those generated by transgenic approaches, 
gene editing, chemical/radiation-based mutagenesis and hybridization. For transgenic lines, describe the transformation method, the 
number of independent lines analyzed and the generation upon which experiments were performed. For gene-edited lines, describe 
the editor used, the endogenous sequence targeted for editing, the targeting guide RNA sequence (if applicable) and how the editor 
was applied.

Report on the source of all seed stocks or other plant material used. If applicable, state the seed stock centre and catalogue number. If 
plant specimens were collected from the field, describe the collection location, date and sampling procedures.

Describe any authentication procedures for each seed stock used or novel genotype generated. Describe any experiments used to 
assess the effect of a mutation and, where applicable, how potential secondary effects (e.g. second site T-DNA insertions, mosiacism, 
off-target gene editing) were examined.




