Supplementary Figure 7
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Supplementary Figure 7: a. Experimental repeat of Figure 5a separately utilizing the two distinct siRNAs in one
experimental replicate. Cells were transfected with 20 nM of the indicated siRNA and then induced with doxycycline for
72 hours. GAPDH is a loading control. b. Single channel representative images from Figure 5b. Immunofluorescence of
E-cadherin (CDH1, green), and actin (Phalloidin, red) subcellular distribution following siRNA-mediated knockdown (20
nM) of PKCa and induction of the indicated CELF1 variants via treatment of stably transduced MCF10A sublines with 0.1
blue. c,, d. As (a) and (b) , knocking down PKCs. e.
Experimental repeat of Figure 5e separately utilizing the two distinct siRNAs in one experimental replicate. Again,

ug/mL doxycycline for 72 hours. DAPI nuclear counterstain is
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GAPDH is a loading control. All data representative of a minimum of three replicates with two distinct siRNAs.



