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Supplementary Figure 2
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Supplementary Figure 3
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Figure 1

A) PD GWAS vs Basal Ganglia (Caudate) eQTL B) PD GWAS vs Cortex eQTL
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Supplemental Figure 4
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Figure 3
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Supplemental Figure 5

A) 3x SNCA B) 3x SNCA Q) 3x SNCA
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Figure 4
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Figure 5
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Supplemental Figure 6:

A) LC3B Levels in RPE1 Cells p62 Levels in RPE1 Cell Knockdowns B)
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Figure 6
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Supplemental Figure 7
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Figure 7
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Supplemental Figure 8
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Figure 8
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Supplemental Figure 9
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Figure 9
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Supplemental Figure 10
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