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Supplementary Fig. 3. (A) UMAP plot of the primary tumor data from NSCLC patients according to nine cell types. (B) Heatmap visualizing the expression levels for each of the nine cell types and its top genes. (C) UMAP plot of the primary tumor data
from NSCLC patients according to 41 cluster assigned with cell types. (D) Heatmap visualizing the expression levels for each of the 41 cluster assigned with cell types and their top genes. NSCLC, non-small cell lung cancer; UMAP, Uniform Manifold
Approximation and Projection.



