
Steps to retrieve and test TCRs
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Supplementary Figure 8.

Supplementary figure 8. Stepwise approach from retrieval and identification of TCRs to the functional 
testing of their sensitivity, specificity and reactivity. Cartoon illustrating in 6 steps how ROPN1/B-specific 
CD8+ T-cells were retrieved, the corresponding TCRs identified and tested according to in vitro, in vivo, and 
ex vivo assays for sensitivity, specificity and reactivity. Per step, the inclusion criteria that need to be reached 
for epitope-specific T-cells or TCRs to move to the next step are displayed to the right. Abbreviations in 
figure: APC, antigen presenting cell; irre. epitope, irrelevant epitope; NSG, NOD SCID gamma.


