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Cluster 1

TBC1D3_exp1__HG02148__1_ID.1
TBC1D3_exp1__HGO1361__1_ID.1
TBC1D3_exp1__HGO1978__1_ID.1
TBC1D3_exp1__HGO1258_2_ID.1

TBC1D3_exp1__HG00735_2_ID.1
TBC1D3_exp1__HG00735__1_ID.1

TBC1D3_exp1__CHM1_pri__ID.1
TBC1D3_exp1__HG03492__1_ID.1

TBC1D3_expl__NA21309__2_ID.1
TBC1D3_exp1__HG02630__2__ID.1
TBC1D3_exp1__HG02622__1_ID.1
TBC1D3_exp1__HG03453__2_ID.1
TBC1D3_expl__HG02486_2_ID.1
TBC1D3_exp1__HG03453__1_ID.1
TBC1D3_expl__HG02486_1__ID.1
TBC1D3_exp1__HGO1071_2_ID.1
TBC1D3_exp1__CHM13__pri__ID.1
TBC1D3_exp1__HG03492_2_ID.1
TBC1D3_exp1__HG02080__2_ID.1
TBC1D3_exp1__HG02886__2_ID.1
TBC1D3_exp1__HGO1243_2_ID.1
TBC1D3_exp1__HG03516__2_ID.1
TBC1D3_exp1__NA18906__2__ID.1
TBC1D3_exp1__HGO1361__2_ID.1
TBC1D3_expl__HG01952__2_ID.1
TBC1D3_exp1__HGO01891__1__ID.1
TBC1D3_exp1__HG03516__1_ID.1

TBC1D3_exp1_ HGO01175_2 ID.1

TBC1D3_exp1__HGO1071__1_ID.1
TBC1D3_exp1__HG03540__2_ID.1
TBC1D3_exp1__HGO1258__1_ID.1
TBC1D3_exp1__HGO1243__1_ID.1
TBC1D3_expl__HG02723_1_ID.1
TBC1D3_exp1__HG02148_2_ID.1
TBC1D3_exp1__HGO1175_
TBC1D3_exp1__HG02257_2_ID.1
TBC1D3_exp1__HG00735__2_ID.1
TBC1D3_exp1__HG00735__1_ID.1
TBC1D3_exp1__HGO1978__2_ID.1
TBC1D3_expl__HGO01952__1__ID.1
TBC1D3_exp1__HG01928__2_ID.1
TBC1D3_expl__NA20129_2_ID.1
TBC1D3_exp1__HG01928__1_ID.1
TBC1D3_expt__NA20129__1_ID.1
TBC1D3_expl__HGO1109__1__ID.1
TBC1D3_exp1__HG02080__1_ID.1
TBC1D3_expl__HG00438__1__ID.1
TBC1D3_expl__HG00438_2_ID.1
TBC1D3_exp1__HG02886__1_ID.1
TBC1D3_expl__HGO01891_2_ID.1
TBC1D3_exp1__HG03540__1_ID.1
TBC1D3_exp1__HG02257__1_ID.1
TBC1D3_expl__NA21309__1_ID.1
TBC1D3_expl__HG02723_2_ID.A
TBC1D3_exp1__HG02622__2__ID.1
TBC1D3_expl__HGO01109_2_ID.1
TBC1D3_exp1__NA18906__1_ID.1
TBC1D3_exp1__NA19240__2__ID.1
TBC1D3_exp1__HG02630__1_ID.1
TBC1D3_exp1__NA19240__1_ID.1
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Cluster 2

TBC1D3_exp2_ HG02723_1_ID.1
TBC1D3_exp2__HG01978_2_ID.1
TBC1D3_exp2_ HG01891_2_ID.1
TBC1D3_exp2__NA21309_2_ID.1
TBC1D3_exp2__HG03492__1
TBC1D3_exp2_ CHM1__pri
TBC1D3_exp2__HG03540__1
TBC1D3_exp2__HGO03516_2
TBC1D3_exp2__HG02257__1
TBC1D3_exp2__HG02630_2
TBC1D3_exp2__NA21309_1_ID.1
TBC1D3_exp2__HG02630__1_ID.1
TBC1D3_exp2__HG02622_2_ID.1
TBC1D3_exp2__NA20129_2_ID.1
TBC1D3_exp2__HG01928__1_ID.1

TBC1D3_exp2_ HG00438__1_ID.1
TBC1D3_exp2__HG03492_2_ID.1
TBC1D3_exp2_NA18906__1_ID.1

TBC1D3 exp2_HG02486_1_ID.1
TBC1D3 exp2_HGO1109_1_ID.1
TBC1D3_exp2__NA18906__2_ID.1
TBC1D3_exp2_ HG03516__1__ID.1
TBC1D3_exp2__NA19240_2_ID.1
TBC1D3_exp2_ HG03453__1__ID.1
TBC1D3_exp2__NA20129__1__ID.1
TBC1D3_exp2_ HG03540_2__ID.1
TBC1D3_exp2_ HG03453_2__ID.1
TBC1D3_exp2__HG02886__2.
TBC1D3_exp2_ HG02886__1
TBC1D3 exp2_ HGO0735
TBC1D3_exp2_CHM13_pri
TBC1D3_exp2__HGO00735__2.
TBC1D3_exp2__HGO01361__2.
TBC1D3_exp2__HG01928__ 2.
TBC1D3_exp2_ HGO1175
TBC1D3_exp2__HGO01071__1
TBC1D3_exp2__HG02148__2.
TBC1D3 exp2_HG01952_1_ID.1
TBC1D3 exp2_HGO1175_2_ID.1
TBC1D3_exp2_ HGO01258__2_ID.1
TBC1D3_exp2_HGO01071_2__ID.1
TBC1D3 exp2_HGO1891_1_ID.1
TBC1D3 exp2 HG00735_2_ID.1
TBC1D3_exp2_HG00735__1__ID.1
TBC1D3_exp2_ HG02257__2__ID.1
TBC1D3_exp2_ HG02080__1__ID.1
TBC1D3 exp2_HG00438_2_ID.1
TBC1D3_exp2_ HG02080__2__ID.1
TBC1D3_exp2_ HGO01361__1__ID.1
TBC1D3_exp2_ HG01243__1__ID.1
TBC1D3 exp2_ HG01952_2_ID.1
TBC1D3_exp2_ HGO01258__1__ID.1
TBC1D3_exp2_ HGO01243_2__ID.1
TBC1D3_exp2_HG02148__1__ID.1
TBC1D3_exp2_ HG02622__1__ID.1
TBC1D3 exp2_HGO1109_2_ID.1
TBC1D3 exp2_HG02723_2_ID.1
TBC1D3_exp2__HG01978_ D1
TBC1D3 exp2_HG02486_2_ID.1
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Supplemental Figure S3: UPGMA clustering of TBC1D3. We hierarchically clustered validated assemblies based on duplicon
content using UPGMA for cluster 1 (A) and 2 (B) (Methods). Superpopulations for each haplotype are included in the
dendrogram, and assemblies rescued with Verkko are colored in green.



