AtREM1.1

Oligomerization state:
[ Parallel dimer
I Antiparallel dimer
[ Trimer
3 Tetramer

Registers:

CTa EEb EENC
I d BN e BN
. g . H

AtREM1.2

Oligomerization state:
I Parallel dimer
I Antiparallel dimer
[0 Trimer
[ Tetramer

Registers:

COa Eb I c
N d e BN
g . H

AtREM1.3

Oligomerization state:
I Parallel dimer
I Antiparallel dimer
[ Trimer
[0 Tetramer

Registers:

CDa b HEEC
. J e
. g . H

AtREM1.4

Oligomerization state:
I Parallel dimer
I Antiparallel dimer
[ Trimer
[0 Tetramer

Registers:

CDa EEb EENC
N CJ e . f
. g . H

AtREM1.5

Oligomerization state:
I Parallel dimer
I Antiparallel dimer
3 Trimer
[0 Tetramer

Registers:

CDa b HEEC
N d e BN
- . H

AtREM3.1

Oligomerization state:
N Parallel dimer
I Antiparallel dimer
[ Trimer
=3 Tetramer

Registers:

CDa EEb HENC
. J e
g . H

AtREM3.2

Sequence MTLEEQKKV! TVLVVAAKEPT VRLEQDKRISLI 1 KKIEEQLNKKKAHYTEQMKNKIAQTHKEAEEKRAMTEAKRGEDVLKAEEMAAKYRATGTAPTKLFGFF
Colied Coll
Rogsters

' P & ) 100 120 130 180 '
Sequence MAEEQKTALESESPAKVT DRDVKLADLSKEKRL KKIEEQL CF
Colled Coll
Regsters

" T T T T T T T T T |

0 ) 80 100 120 140 160 180 200

Sequence MAEEQK LADLEKEKKTSF RKIEEKL HKL L RATGVVPKATCGCF
Collea Coll II'II

! T T T T T T T T |

40 60 80 100 120 140 160 180

Sequence MAEEEPKKVTETVSEPT TKAWEEAEKC KKUEEQL TLKAEEL F6aM
Colied Coll l
Rogsters nennim

' ) ) ) 100 120 140 160 180 %'
Sequence QNKPVQ VEIEKEKRLALT TKAYKELCSIESKENNMKTALELDLKKMEENLQVEKTEFSKKFKKKIPETEKIAEAKREKTEKQKEQES IKVEKISEKLIATPNAYPPNTKTCGCFAEELAAKYRATGTAPKKLFGCH
Colled Coll
Registers

! T T T T T |

) ) 80 100 120 140 160

Sequence MNESTVORAKPEHMAAVVDQWKETETSKSRKKYEKLSEKIVSWEDKKRKKAKRKLHRTERSVEKTKLKATQRFRDENERTETTVASARAHAYESRIKEELKVKEKANLMRTTGRKPSTCLAEELAAKYRATGTAPKKLFGCH
Colled Goll
Registers.




Oligomerization state:
I Parallel dimer
I Antiparallel dimer
3 Trimer
[0 Tetramer

Registers:

CDa b HEEC
N d e BN
- . H

AtREM4.1

Oligomerization state:
N Parallel dimer
I Antiparallel dimer
3 Trimer
0 Tetramer

Registers:

D, b EEc
N .o . f
g .

AtREMA4.1 Zoom

Oligomerization state:
N Parallel dimer
[ Antiparallel dimer
3 Trimer
=3 Tetramer

Registers:

CDa Emp EEC
LR
g ..

AtREM4.2

Oligomerization state:
B Parallel dimer
I Antiparallel dimer
[ Trimer
3 Tetramer

Registers:

CO. Embp Ec
N J .o .
. g .

AtREMA4.2 Zoom

Oligomerization state:
N Parallel dimer
I Antiparallel dimer
EE Trimer
=3 Tetramer

Registers:

OO Emp) EEC
L R
. o . H

AtREMS.1

Oligomerization state:
I Parallel dimer
I Antiparallel dimer
0 Trimer
23 Tetramer

Registers:

CDa b, EC
G e .
. g . H

AtREMS5.1 Zoom

Oligomerization state:
B Parallel dimer
I Antiparallel dimer
8 Trimer
3 Tetramer

Registers:

O, mbp EENc
. e .
. o . H

AtREMS6.1

‘Sequence MEPNIPIQRGDEQSKVIKAWKELKITKVNNKTQKKLLDISGWEKKKTTKIESELARIQRKMDSKKMEKSEKLRNEKAAVHAKAQKKKADVOQTRRAQETILDAEEAAARFQAAGKIPKKSSLSCF
Golied Goll (] []
[ogiaesl L[] Bl m
10 20 40 50 60 70 80 100 10 120
Sequence
Coled Col
Rogisters
T T T d
50 100 150 250
Sequence GWLNEOQVHRANSWMKKIERKLEDRRAKAMEKTONKVAKAQRKAEERRATAEGKRGTEVARVLEVANLMRAVGRPPAKRSFFSLS
Colled Col
Registers
r T T T T T T T 1
220 240 250 260 270 280 290
Sequence
Coiled Col
Registers
! o 100 120 140 160 180 2%0 220 20 2%0 !
Sequence LAKINNRFKREDAVINGWFNEQVNKANSWMKKIERKLEERKAKAMEKTONNVAKAQRKAEERRATAEAKRGTEVAKVVEVANLMRALGRPPAKRSFFSFS
Colled Coll
Registers
r T T T T T T T
180 190 210 220 230 240 260 270
Sequence
Colled Coll
Registers
) E 100 150 250 %0 %0 30 %0 0 %0 %'
Sequence SWENLQKAKAEAAIRKLEKYFPQOMKLEKKRSSSMEKIMRKVKSAEKRAEEMRRSVLONRVSTASHGKASSFKRSGKKKIPSLSGCFTCHVF
Colled Col
Rogisters

a70



Oligomerization state:

B Parallel dimer —
EE Antiparallel dimer Coled G
0 Trimer Registers
3 Tetramer
Registers: M J

o, By EEEC
NG e . ' EY 100 150 20 250 200 350 40 450 '
- . H

AtREM6.1 Zoom

Oligomerization state:
B Parallel dimer
I Antiparallel dimer (G cox
[ Trimer Registers

3 Tetramer

Registers: T T, e _‘J-
D EEbL EEEC
N J e . i 410 20 40 o 50 &0 470 480 '
. g . H

Sequence NHOKAKSEAEMKKTEVKVERIKGRAQDRLMKKLATIERKAEEKRAAAEAKKDHQAAKTEKQAEQIRRTGKVPSLLFSCFSFCS

AtREMS6.2

Oligomerization state:

B Parallel dimer —
I Antiparallel dimer EREC
8 Trimer S|

3 Tetramer

Registers: f\l\_’k J
CDa Emp Ec
G e . ' EY 100 150 200 2%0 3% 3% w0 %0 B
_— .

AtREM 6.2 Zoom

Oligomerization state:
B Parallel dimer
[ Antiparallel dimer ColedCal
0 Trimer (BSgters]

[ Tetramer

Registers: ﬂ _J_
. b EEEC
G e . 20 %0 o 450 80 70 420 4% %0 !
- . H

Sequence CRIQAWESQEKAKLEAEMRRIEAKVEQMKAEAEAKIMKKIALAKQRSEEKRALAEARKTRODAEKAVAEAQYIRETGRIPASSYKICCGWFS

AtREM6.3

Oligomerization state:

I Parallel dimer
B Antiparallel dimer Colled Col i
[ Trimer Rogisters L]

[ Tetramer
Registers: fr\\ J

O, Emb EEEC
G . . ! %0 160 150 200 250 300 3% 40 !
g . H

AtREM6.3 Zoom

Oligomerization state:
B Parallel dimer
I Antiparallel dimer (Coned Gox
0 Trimer Regsters
3 Tetramer

Registers:

. Emp EEC
LR . ' %0 %0 ED a0 a%0 &0 40 o o0 o
Ll L

Sequence REEAKIQAWVNLENAKAEAQSRKLEVKIQKMRSNLEEKLMKRMDMVHRRAEDWRATAROQOHVEQMQKAAETARKLTNRRGYLVTGRSSCGCLPCNNTCH

AtREM6.4

Oligomerization state:
B Parallel dimer
I Antiparallel dimer
[ Trimer
3 Tetramer J

i

Registers:

COa mmbp EEEc
G e . ) E) 100 150 20 250 a0 %0 0 '
. o .-

AtREM6.4 Zoom

Oligomerization state:
I Parallel dimer
B Antiparallel dimer —

[ Trimer L
=3 Tetramer

Registers: Jﬂ
COa Embp EEEc
. e . f e a0 330 340 %0 %0 70 30 %0 400 410 20 '
. o .-

Sequence JISEPAMTLSKLOREEAKIAAWENLQKAKAEAATRKLEVKLEKKKSASMDKILNKLOQTAKIKAQEMRRSSVSSEHEQQQGNHOISRNSVKITHLVRRHTFMHTPFMTCFAPRVDCRKSSSAL




AtREM6.5

Oligomerization state:
N Parallel dimer
[ Antiparallel dimer
3 Trimer
[ Tetramer

Registers:

COa EEbp EEEc
N J e .
g .

AtREM®6.5 Zoom

Oligomerization state:
I Parallel dimer
I Antiparallel dimer
[0 Trimer
3 Tetramer

Registers:

COa b HENC
N e .
. .

AtREM®6.6

Oligomerization state:
N Parallel dimer
I Antiparallel dimer
[ Trimer
Tetramer

Registers:

COa b EEECc
N J .o .
g .. H

AtREM®6.6 Zoom

Oligomerization state:
B Parallel dimer
I Antiparallel dimer
[ Trimer
Tetramer

Registers:

O, Emp EEEc
N J .o . f
g . H

AtREM®6.7

Oligomerization state:
B Parallel dimer
I Antiparallel dimer
=3 Trimer
Tetramer

Registers:

OO EEbH EC
N J .o . f
PN

(]
)

‘Sequence.
Golled Goll

Registers

GC probabilty.

Sequence

. Ji

T T T T T T
50 100 150 200 250 300

EEVKIQAWENHEKRKAEMEMKKMEVKAERMKARAEEKLANKLAATKRIAEERRANAEAKLNEKAVKTSEKADYIRRSGHLPSSFSFSFKLPSRCWCQ
SassasEEEms
sssssacnms

e 5

T T T T T T T T T
260 270 280 290 300 310 320 330 340

Coiled Coil

ARRKLDTISEQSELEQRRKRGLOQRFREDTEYTIEQIAAGARAQAEKDROQSEKETFEKVYVEKEKAGYTIRSTGKLPGNATCECEF

Colled Coil

Registers

_d

LMEKRSEL ARTQULADGAKKQL

Supplementary Data: Coiled-coil oligomerization predicted by Coconat for the full-length REM proteins of
several proteins from all REM groups (1-6). Color coding of the multimeric state and the register of the coiled-
coil helical wheel is explained in the panel aside.



