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Figure S1. Determination of new promising compounds targeting ANRGs.
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Figure S2. Relative protein (S2A) and mRNA (S2B) levels of PDGFRB in HL-60 and MOLM-13 cells transfected with
PDGFRB knockdown (siRNA-#1 and siRNA-#2). Data are shown as mean * SD of three independent experiments.
**P < 0.01, ***P < 0.001. NC, negative control.



