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39S ribosomal protein L2, mitochondrial
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39S ribosomal protein L3, mitochondrial
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Q9BYD3
39S ribosomal protein L4, mitochondrial
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39S ribosomal protein L9, mitochondrial
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39S ribosomal protein L10, mitochondrial
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39S ribosomal protein L11, mitochondrial

0 3 6 9 12 15 18 21 24
time [h]

0

2

4

6

8

sig
na

l i
nt

en
sit

y

1e8 Raw data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Normalised data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit one state

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit two state

k_a
one state

k_ab k_a
two state

k_b

2.0

1.5

1.0

0.5

0.0

lo
g1

0

Posterior distribution
p value 2.82E-01
log likelihood one state 130.818
log likelihood two state 132.084
rmse one state 0.34
rmse two state 0.33
k_a one state 0.01
k_ab 0.699
k_a two state 0.459
k_b 0.009
sigma one state 0.031
sigma two state 0.031

Cell lysate

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

sig
na

l i
nt

en
sit

y

1e9 Raw data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Normalised data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit one state

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit two state

k_a
one state

k_ab k_a
two state

k_b

2.0

1.5

1.0

0.5

0.0
lo

g1
0

Posterior distribution
p value 4.01E-01
log likelihood one state 92.416
log likelihood two state 93.329
rmse one state 0.375
rmse two state 0.366
k_a one state 0.01
k_ab 0.63
k_a two state 0.478
k_b 0.009
sigma one state 0.057
sigma two state 0.056

Mitochondria



bL12m
MRPL12
P52815

39S ribosomal protein L12, mitochondrial
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39S ribosomal protein L13, mitochondrial
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39S ribosomal protein L14, mitochondrial
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39S ribosomal protein L15, mitochondrial
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39S ribosomal protein L16, mitochondrial
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39S ribosomal protein L17, mitochondrial
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39S ribosomal protein L18, mitochondrial
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39S ribosomal protein L19, mitochondrial
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39S ribosomal protein L20, mitochondrial
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39S ribosomal protein L21, mitochondrial

0 3 6 9 12 15 18 21 24
time [h]

0

1

2

3

4

sig
na

l i
nt

en
sit

y

1e8 Raw data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Normalised data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit one state

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit two state

k_a
one state

k_ab k_a
two state

k_b

2

1

0

lo
g1

0

Posterior distribution
p value 1.59E-07
log likelihood one state 87.264
log likelihood two state 102.918
rmse one state 0.388
rmse two state 0.326
k_a one state 0.014
k_ab 0.152
k_a two state 0.442
k_b 0.008
sigma one state 0.062
sigma two state 0.049

Cell lysate

0 3 6 9 12 15 18 21 24
time [h]

0

1

2

3

4

sig
na

l i
nt

en
sit

y

1e8 Raw data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Normalised data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit one state

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit two state

k_a
one state

k_ab k_a
two state

k_b

2

1

0
lo

g1
0

Posterior distribution
p value 1.03E-04
log likelihood one state 88.008
log likelihood two state 97.19
rmse one state 0.361
rmse two state 0.31
k_a one state 0.011
k_ab 0.212
k_a two state 0.559
k_b 0.007
sigma one state 0.061
sigma two state 0.054

Mitochondria



uL22m
MRPL22
Q9NWU5

39S ribosomal protein L22, mitochondrial
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39S ribosomal protein L23, mitochondrial
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39S ribosomal protein L24, mitochondrial
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39S ribosomal protein L27, mitochondrial
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Q13084

39S ribosomal protein L28, mitochondrial
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MRPL47
Q9HD33

39S ribosomal protein L47, mitochondrial
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MRPL30
Q8TCC3

39S ribosomal protein L30, mitochondrial
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39S ribosomal protein L55, mitochondrial
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39S ribosomal protein L32, mitochondrial
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39S ribosomal protein L33, mitochondrial
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39S ribosomal protein L34, mitochondrial

0 3 6 9 12 15 18 21 24
time [h]

0

2

4

6

8

sig
na

l i
nt

en
sit

y

1e7 Raw data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Normalised data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit one state

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit two state

k_a
one state

k_ab k_a
two state

k_b
2.0

1.5

1.0

0.5

0.0

lo
g1

0

Posterior distribution
p value 1.67E-02
log likelihood one state 123.138
log likelihood two state 127.23
rmse one state 0.325
rmse two state 0.302
k_a one state 0.011
k_ab 0.52
k_a two state 0.584
k_b 0.01
sigma one state 0.035
sigma two state 0.033

Cell lysate

0 3 6 9 12 15 18 21 24
time [h]

0

2

4

6

sig
na

l i
nt

en
sit

y

1e7 Raw data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Normalised data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit one state

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit two state

k_a
one state

k_ab k_a
two state

k_b

2.0

1.5

1.0

0.5

0.0
lo

g1
0

Posterior distribution
p value 7.12E-01
log likelihood one state -0.224
log likelihood two state 0.115
rmse one state 0.625
rmse two state 0.606
k_a one state 0.018
k_ab 0.528
k_a two state 0.483
k_b 0.016
sigma one state 0.233
sigma two state 0.233

Mitochondria



bL35m
MRPL35
Q9NZE8

39S ribosomal protein L35, mitochondrial
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MRPL37
Q9BZE1

39S ribosomal protein L37, mitochondrial
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Q96DV4

39S ribosomal protein L38, mitochondrial
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39S ribosomal protein L39, mitochondrial
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39S ribosomal protein L40, mitochondrial
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39S ribosomal protein L41, mitochondrial
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39S ribosomal protein L42, mitochondrial
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39S ribosomal protein L43, mitochondrial
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39S ribosomal protein L44, mitochondrial
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39S ribosomal protein L45, mitochondrial
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39S ribosomal protein L46, mitochondrial

0 3 6 9 12 15 18 21 24
time [h]

0

2

4

sig
na

l i
nt

en
sit

y

1e8 Raw data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Normalised data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit one state

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit two state

k_a
one state

k_ab k_a
two state

k_b

2

1

0

lo
g1

0

Posterior distribution
p value 4.36E-01
log likelihood one state 115.534
log likelihood two state 116.364
rmse one state 0.301
rmse two state 0.303
k_a one state 0.004
k_ab 0.778
k_a two state 0.206
k_b 0.004
sigma one state 0.039
sigma two state 0.04

Cell lysate

0 3 6 9 12 15 18 21 24
time [h]

0

2

4

6

sig
na

l i
nt

en
sit

y

1e8 Raw data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Normalised data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit one state

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit two state

k_a
one state

k_ab k_a
two state

k_b

2

1

0
lo

g1
0

Posterior distribution
p value 2.83E-01
log likelihood one state 115.425
log likelihood two state 116.686
rmse one state 0.298
rmse two state 0.299
k_a one state 0.004
k_ab 0.787
k_a two state 0.149
k_b 0.003
sigma one state 0.04
sigma two state 0.04

Mitochondria



mL48
MRPL48
Q96GC5

39S ribosomal protein L48, mitochondrial
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39S ribosomal protein L49, mitochondrial
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Q8N5N7

39S ribosomal protein L50, mitochondrial
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Q4U2R6

39S ribosomal protein L51, mitochondrial
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39S ribosomal protein L52, mitochondrial
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39S ribosomal protein L53, mitochondrial
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39S ribosomal protein L54, mitochondrial
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Q14197
Peptidyl-tRNA hydrolase ICT1, mitochondrial
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Ribosomal protein 63, mitochondrial
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GADD45GIP1

Q8TAE8
Growth arrest and DNA damage-inducible proteins-interacting protein 1

0 3 6 9 12 15 18 21 24
time [h]

0.0

0.5

1.0

1.5

sig
na

l i
nt

en
sit

y

1e8 Raw data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Normalised data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit one state

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit two state

k_a
one state

k_ab k_a
two state

k_b

2

1

0

lo
g1

0

Posterior distribution
p value 1.34E-03
log likelihood one state 66.797
log likelihood two state 73.409
rmse one state 0.432
rmse two state 0.364
k_a one state 0.014
k_ab 0.201
k_a two state 0.604
k_b 0.01
sigma one state 0.085
sigma two state 0.078

Cell lysate

0 3 6 9 12 15 18 21 24
time [h]

0.0

0.5

1.0

1.5

2.0

sig
na

l i
nt

en
sit

y

1e8 Raw data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Normalised data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit one state

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit two state

k_a
one state

k_ab k_a
two state

k_b

3

2

1

0
lo

g1
0

Posterior distribution
p value 1.12E-05
log likelihood one state 14.415
log likelihood two state 25.811
rmse one state 0.58
rmse two state 0.424
k_a one state 0.018
k_ab 0.055
k_a two state 0.566
k_b 0.004
sigma one state 0.191
sigma two state 0.165

Mitochondria



mL65
MRPS30
Q9NP92

28S ribosomal protein S30, mitochondrial
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28S ribosomal protein S18a, mitochondrial

0 3 6 9 12 15 18 21 24
time [h]

0.0

0.5

1.0

1.5

2.0

sig
na

l i
nt

en
sit

y

1e8 Raw data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Normalised data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit one state

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit two state

k_a
one state

k_ab k_a
two state

k_b

2.0

1.5

1.0

0.5

0.0

lo
g1

0

Posterior distribution
p value 8.55E-01
log likelihood one state 119.289
log likelihood two state 119.446
rmse one state 0.321
rmse two state 0.322
k_a one state 0.008
k_ab 0.765
k_a two state 0.258
k_b 0.008
sigma one state 0.037
sigma two state 0.038

Cell lysate

0 3 6 9 12 15 18 21 24
time [h]

0

1

2

3

4

sig
na

l i
nt

en
sit

y

1e8 Raw data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Normalised data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit one state

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit two state

k_a
one state

k_ab k_a
two state

k_b
4

3

2

1

0
lo

g1
0

Posterior distribution
p value 1.00E+00
log likelihood one state 47.635
log likelihood two state 47.635
rmse one state 0.35
rmse two state 0.35
k_a one state 0.001
k_ab 0.698
k_a two state 0.385
k_b 0.001
sigma one state 0.115
sigma two state 0.115

Mitochondria



bS1m
MRPS28
Q9Y2Q9

28S ribosomal protein S28, mitochondrial
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28S ribosomal protein S2, mitochondrial
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28S ribosomal protein S24, mitochondrial
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28S ribosomal protein S5, mitochondrial
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28S ribosomal protein S6, mitochondrial
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28S ribosomal protein S7, mitochondrial
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28S ribosomal protein S9, mitochondrial
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28S ribosomal protein S10, mitochondrial
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28S ribosomal protein S11, mitochondrial
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28S ribosomal protein S12, mitochondrial
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28S ribosomal protein S14, mitochondrial
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28S ribosomal protein S15, mitochondrial
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28S ribosomal protein S16, mitochondrial
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28S ribosomal protein S17, mitochondrial
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28S ribosomal protein S18c, mitochondrial
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28S ribosomal protein S21, mitochondrial
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28S ribosomal protein S22, mitochondrial
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28S ribosomal protein S23, mitochondrial
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28S ribosomal protein S25, mitochondrial
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28S ribosomal protein S26, mitochondrial
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mS27
MRPS27
Q92552

28S ribosomal protein S27, mitochondrial
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mS29
DAP3

P51398
28S ribosomal protein S29, mitochondrial
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mS31
MRPS31
Q92665

28S ribosomal protein S31, mitochondrial
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mS33
MRPS33
Q9Y291

28S ribosomal protein S33, mitochondrial
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mS34
MRPS34
P82930

28S ribosomal protein S34, mitochondrial

0 3 6 9 12 15 18 21 24
time [h]

0

2

4

6

sig
na

l i
nt

en
sit

y

1e8 Raw data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Normalised data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit one state

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit two state

k_a
one state

k_ab k_a
two state

k_b
2.0

1.5

1.0

0.5

0.0

lo
g1

0

Posterior distribution
p value 1.26E-05
log likelihood one state 149.094
log likelihood two state 160.373
rmse one state 0.338
rmse two state 0.319
k_a one state 0.012
k_ab 0.409
k_a two state 0.385
k_b 0.01
sigma one state 0.023
sigma two state 0.02

Cell lysate

0 3 6 9 12 15 18 21 24
time [h]

0

2

4

6

sig
na

l i
nt

en
sit

y

1e8 Raw data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Normalised data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit one state

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit two state

k_a
one state

k_ab k_a
two state

k_b
2.0

1.5

1.0

0.5

0.0
lo

g1
0

Posterior distribution
p value 8.84E-10
log likelihood one state 109.276
log likelihood two state 130.122
rmse one state 0.397
rmse two state 0.35
k_a one state 0.018
k_ab 0.151
k_a two state 0.237
k_b 0.013
sigma one state 0.044
sigma two state 0.032

Mitochondria



mS35
MRPS35
P82673

28S ribosomal protein S35, mitochondrial
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mS37
CHCHD1
Q96BP2

Coiled-coil-helix-coiled-coil-helix domain-containing protein 1
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mS39
PTCD3

Q96EY7
Pentatricopeptide repeat domain-containing protein 3, mitochondrial
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mS40
MRPS18B
Q9Y676

28S ribosomal protein S18b, mitochondrial
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TFB1M
TFB1M

Q8WVM0
Dimethyladenosine transferase 1, mitochondrial
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METTL15
METTL15
A6NJ78

Probable methyltransferase-like protein 15
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NSUN4
NSUN4
Q96CB9

5-methylcytosine rRNA methyltransferase NSUN4
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TRMT2B
TRMT2B
Q96GJ1

tRNA (uracil(54)-C(5))-methyltransferase homolog
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METTL17
METTL17
Q9H7H0

Methyltransferase-like protein 17, mitochondrial
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MCAT
SLC25A20
O43772

Mitochondrial carnitine/acylcarnitine carrier protein
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ERAL1
ERAL1

O75616
GTPase Era, mitochondrial
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mtRBFA
RBFA

Q8N0V3
Putative ribosome-binding factor A, mitochondrial
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MTG3
NOA1

Q8NC60
Nitric oxide-associated protein 1
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mtIF3
MTIF3

Q9H2K0
Translation initiation factor IF-3, mitochondrial
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mtIF2
MTIF2

P46199
Translation initiation factor IF-2, mitochondrial
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MRM2
FTSJ2

Q9UI43
rRNA methyltransferase 2, mitochondrial
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MRM3
RNMTL1
Q9HC36

rRNA methyltransferase 3, mitochondrial
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RPUSD4
RPUSD4
Q96CM3

RNA pseudouridylate synthase domain-containing protein 4
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MALSU1
MALSU1
Q96EH3

Mitochondrial assembly of ribosomal large subunit protein 1
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L0R8F8
SMCR7L
L0R8F8
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mtACP
NDUFAB1
O14561

Acyl carrier protein, mitochondrial
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GTPBP5
MTG2

Q9H4K7
Mitochondrial ribosome-associated GTPase 2
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GTPBP7
MTG1

Q9BT17
Mitochondrial ribosome-associated GTPase 1
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GTPBP10
GTPBP10
A4D1E9

GTP-binding protein 10
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MTERF4
MTERF4
Q7Z6M4

Transcription termination factor 4, mitochondrial;mTERF domain-containing protein 2 processed
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DDX28
DDX28
Q9NUL7

Probable ATP-dependent RNA helicase DDX28
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MTERF3
MTERF3
Q96E29

Transcription termination factor 3, mitochondrial
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FASTKD2
FASTKD2
Q9NYY8

FAST kinase domain-containing protein 2

0 3 6 9 12 15 18 21 24
time [h]

0.0

0.5

1.0

sig
na

l i
nt

en
sit

y

1e8 Raw data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Normalised data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit one state

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit two state

k_a
one state

k_ab k_a
two state

k_b
2.0

1.5

1.0

0.5

0.0

lo
g1

0

Posterior distribution
p value 8.63E-01
log likelihood one state 40.4
log likelihood two state 40.547
rmse one state 0.493
rmse two state 0.498
k_a one state 0.018
k_ab 0.665
k_a two state 0.416
k_b 0.017
sigma one state 0.128
sigma two state 0.129

Cell lysate

0 3 6 9 12 15 18 21 24
time [h]

0

1

2

sig
na

l i
nt

en
sit

y

1e8 Raw data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Normalised data

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit one state

0 3 6 9 12 15 18 21 24
time [h]

0.00

0.25

0.50

0.75

1.00

pr
op

or
tio

n

Fit two state

k_a
one state

k_ab k_a
two state

k_b

1.5

1.0

0.5

0.0
lo

g1
0

Posterior distribution
p value 3.06E-01
log likelihood one state 78.388
log likelihood two state 79.571
rmse one state 0.461
rmse two state 0.443
k_a one state 0.023
k_ab 0.639
k_a two state 0.412
k_b 0.022
sigma one state 0.071
sigma two state 0.071

Mitochondria



RPUSD3
RPUSD3
Q6P087

RNA pseudouridylate synthase domain-containing protein 3
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PTCD1
PTCD1

O75127
Pentatricopeptide repeat-containing protein 1, mitochondrial
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TRUB2
TRUB2
O95900

Probable tRNA pseudouridine synthase 2
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DHX30
DHX30
Q7L2E3

Putative ATP-dependent RNA helicase DHX30
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MPV17L2
MPV17L2
Q567V2

Mpv17-like protein 2
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SLIRP
SLIRP

Q9GZT3
SRA stem-loop-interacting RNA-binding protein, mitochondrial
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LRPPRC
LRPPRC
P42704

Leucine-rich PPR motif-containing protein, mitochondrial
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GRSF1
GRSF1

Q12849
G-rich sequence factor 1
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ELAC2
ELAC2

Q9BQ52
Zinc phosphodiesterase ELAC protein 2
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MRPP1
TRMT10C
Q7L0Y3

Mitochondrial ribonuclease P protein 1
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MRPP2
HSD17B10

Q99714
3-hydroxyacyl-CoA dehydrogenase type-2
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MRPP3
KIAA0391
O15091

Mitochondrial ribonuclease P protein 3
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LONP1
LONP1
P36776

Lon protease homolog, mitochondrial
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C1QBP
C1QBP
Q07021

Complement component 1 Q subcomponent-binding protein, mitochondrial
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CLPP
CLPP

Q16740
ATP-dependent Clp protease proteolytic subunit, mitochondrial
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RCC1LV1
WBSCR16

Q96I51
Williams-Beuren syndrome chromosomal region 16 protein
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YBEY
YBEY

P58557
Putative ribonuclease
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