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na BA.2 naWu EG.5 multi multi multi multi BA.2 BA.2

na 2 12 2 2 3 2 3 2 2

− ↓ −↓↓ ND ↓↓ ↓ ↓↓ ↓↓ ↓↓

na 19 0.5331 3.5 1202 347 74 13 16 14 Fold loss ACE2 affinity (XBB.1.5; DMS)

PsV infectivity

Minimum number nucleotide changes

GISAID counts (all backgrounds)
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na 1 1 1 1+1 1+1

− − − − − − PsV infectivity

GISAID counts, +F456L
background (i.e. EG.5)

na 1.0 2.0 7.4 ND ND

337k 8 2 501 0 0

>15M 183 63 577 0 0

Fold loss ACE2 affinity (XBB.1.5; DMS)

Minimum number nucleotide changes

GISAID counts (all backgrounds)
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