Pseudovirus neutralization

Pseudovirus neutralization

12
(&)
QO
« Q}eb‘\@/%@ F456X @Q ,\@%
IO e r oy 0N ek
>t5M | 1| 0f 0 |1[1]0]| 2|00 (337 0 |458| 57 | 0 | GISAID counts (all backgrounds)
na |331(3.51202(347(74 [ 13| 16|14 [ 19| 0.5 |13 |4.7|3.4| 4.7 | Fold loss ACE2 affinity (XBB.1.5; DMS)
= JVLIND L[ L [V =Y = [V -] 4| V| PsVinfectivity
na | 222 ([3f2f3|2|2(2|1]|3|1] 1] 2| Minimumnumbernucleotide changes
na | Wu [EG.5| multi [multifmultifmulti| BA.2|BA.2(BA.2| na [BA2|BA.2|BA.2| Wu | DMS background where escape observed
@ Wuhan-Hu-1
[ BA2
[ BAS
B BQ.1.1
Il XBB.1.5
T [ JNA
e°°0u\®/"\$o “RE YO NV O A@Q/\(Oe
& N F456X X
le
. & N
& NN
N - P M\
& P @ P
<& A NV & A
>15M 183 63 577 0 0 GISAID counts (all backgrounds)
GISAID counts, +F456L
337k 8 2 501 0 0 background (i.e. EG.5)
na 1.0 2.0 74 ND ND | Fold loss ACE2 affinity (XBB.1.5; DMS)
- - - - - - PsV infectivity
na 1 1 1 1+1 1+1 | Minimum number nucleotide changes
10*
= [ BAS
%) 10 B BQ.1.1
£ 102 B XBB.1.5
B 101 = EGS5
o 10
Q 1IN
10°

Pseudovirus neutralization
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Reference
R403K
R403T
D420A
D420E
D420G
D420H
D420Y
Y421H
Y421F
L455F
L455M
L455I
L455Q
L4558
F456S

N

R457G
R457S
S459A
S459F
S459T
S459Y
A475D
A475G
A475N
A475P
A475T
N487D
N487H
N487K
N487S
N487T



