demultiplexed,

trimmed reads | organ 1 organ 2 organn
bel-convert mun

Q(; r:ads organ 1 organ 2 organn
astp [ RN

BW alignment | 5rqan 1 organ 2 organ n
bwa mem Wuhan-hu-1 mmm

organ A 4 v v SNY v v +
Consensus | organ 1 organ 2 organ n . calln:g organ 1 organ 2 organ n
[ L 1] var varlants amm
18 ¢ =r Wuhan-hu-1
Case Consensus
cat case_X organ*.consensus.fas | mafft | em_cons * *
SNV Filters
frequence greater than 0.0257?
A 4 A4 YES A4
BWalignment | organ 1 organ 2 organ n present in all organs of a case?
bwa mem case_ L L
YES l NO
NO depth > 100 in all organs?
SNV A 4 A 4 v
mfe:':'i'?m organ 1 organ 2 organ n position depth > 500 in all organs?
dismiss
UpSetR Circos




