
Acidobacteria bacterium (GCA_016700075.1_genomic)
Acidobacteria bacterium (GCA_016715115.1_genomic)

Acidobacteria bacterium 28−9 (GCA_002050355.1_genomic)
Aridibacter famidurans (GCA_024103495.1_genomic)

Pyrinomonadaceae bacterium (GCA_025054715.1_genomic)

Acidobacteria bacterium 13_1_20CM_3_53_8 (GCA_001920415.1_genomic)
Acidobacteria bacterium (GCA_003222945.1_genomic)

Blastocatellia bacterium (GCA_003168335.1_genomic)
Acidobacteria bacterium (GCA_020199835.1_genomic)

Acidobacteria bacterium (GCA_019247865.1_genomic)

Acidobacteria bacterium (GCA_020200235.1_genomic)
Acidobacteria bacterium (GCA_019239425.1_genomic)

Pyrinomonadaceae bacterium (GCA_013696465.1_genomic)

Pyrinomonas methylaliphatogenes (GCF_000820845.2_genomic)

JZ−3.bins.73.201901 (GCA_030550025.1)
bacterium HR08 (GCA_002898775.1_genomic)
bacterium HR10 (GCA_002923315.1_genomic)

JZ−1.bins.10.201901 (GCA_030550335.1)

JZ−1.bins.94.201901 (GCA_030550225.1)
bacterium HR11 (GCA_002898535.1_genomic)

Ferrimicrobium acidiphilum DSM 19497 (GCF_000949255.1_genomic)
Acidimicrobium ferrooxidans DSM 10331 (GCF_000023265.1_genomic)

Ferrithrix thermotolerans DSM 19514 (GCF_900128965.1_genomic)
Acidithrix ferrooxidans (GCF_000949295.1_genomic)

Actinomycetia bacterium (GCA_021852345.1_genomic)
Actinomycetia bacterium (GCA_021796535.1_genomic)

Actinomycetia bacterium (GCA_021827485.1_genomic)
Actinomycetia bacterium (GCA_021795135.1_genomic)

Actinomycetia bacterium (GCA_021802485.1_genomic)
Actinomycetia bacterium (GCA_021851885.1_genomic)

Actinobacteria bacterium (GCA_023379935.1_genomic)
Actinobacteria bacterium (GCA_023489235.1_genomic)

Actinobacteria bacterium (GCA_009699875.1_genomic)
Actinobacteria bacterium (GCA_023379675.1_genomic)

Actinomycetia bacterium (GCA_021851165.1_genomic)
Actinomycetia bacterium (GCA_021801795.1_genomic)

Aciditerrimonas ferrireducens (GCF_023130475.1_genomic)

Actinobacteria bacterium (GCA_005888295.1_genomic)
Acidimicrobiales bacterium (GCA_003244275.1_genomic)

Actinomycetia bacterium (GCA_021795215.1_genomic)
Actinobacteria bacterium (GCA_021325455.1_genomic)

Actinobacteria bacterium (GCA_021325435.1_genomic)
Actinomycetia bacterium (GCA_021850325.1_genomic)

Actinobacteria bacterium (GCA_005884125.1_genomic)

Actinomycetia bacterium (GCA_023264975.1_genomic)
Actinobacteria bacterium (GCA_019347595.1_genomic)

Actinobacteria bacterium (GCA_013816725.1_genomic)
Actinobacteria bacterium (GCA_019243975.1_genomic)

Actinobacteria bacterium (GCA_019347775.1_genomic)

Acidimicrobiia bacterium (GCA_023264995.1_genomic)
Actinobacteria bacterium (GCA_005888395.1_genomic)

uncultured Acidimicrobiales bacterium (GCA_902805655.1_genomic)

Actinobacteria bacterium (GCA_004366205.1_genomic)
Actinobacteria bacterium (GCA_019348335.1_genomic)

Acidimicrobiales bacterium (GCA_016716005.1_genomic)

Rhabdothermincola sediminis (GCF_014805525.1_genomic)
Rhabdothermincola salaria (GCF_021246445.1_genomic)

Actinomarinicola tropica (GCF_009650215.1_genomic)
Iamia sp. SCSIO 61187 (GCF_019443745.1_genomic)

Candidatus Microthrix subdominans (GCA_016719385.1_genomic)
Candidatus Microthrix parvicella Bio17−1 (GCF_000299415.1_genomic)

Aquihabitans sp. Kera 3 (GCF_020715685.1_genomic)

Acidimicrobiia bacterium (GCA_009694375.1_genomic)

Actinobacteria bacterium (GCA_009699605.1_genomic)
Ferrithrix thermotolerans DSM 19514 (GCA_945906305.1_genomic)

Acidimicrobiales bacterium (GCA_016794585.1_genomic)

Desertimonas flava (GCF_003426815.1_genomic)
Ilumatobacter nonamiensis YM16−303 (GCF_000350145.1_genomic)
Ilumatobacter coccineus YM16−304 (GCF_000348785.1_genomic)

Ilumatobacter fluminis (GCF_004364865.1_genomic)
Ilumatobacter coccineus (GCA_002748455.1_genomic)

Acidobacteria bacterium (GCA_022562835.1_genomic)
Acidimicrobiales bacterium (GCA_020629635.1_genomic)

marine actinobacterium MedAcidi−G2B (GCA_000817115.1_genomic)
Acidimicrobiia bacterium (GCA_022819505.1_genomic)

Acidimicrobiaceae bacterium (GCA_002724825.1_genomic)
Acidimicrobiales bacterium (GCA_024638845.1_genomic)

Acidimicrobiia bacterium (GCA_022826705.1_genomic)
Acidimicrobiia bacterium (GCA_020027305.1_genomic)

Acidimicrobiaceae bacterium (GCA_003485885.1_genomic)

Actinomycetia bacterium (GCA_024225275.1_genomic)
Acidimicrobiales bacterium (GCA_020629155.1_genomic)

Acidimicrobiia bacterium (GCA_022820925.1_genomic)
Actinobacteria bacterium IMCC26256 (GCA_001023575.1_genomic)

Acidimicrobiia bacterium (GCA_020850945.1_genomic)
Acidobacteria bacterium (GCA_003577105.1_genomic)

Acidimicrobiia bacterium UBA5794 (GCA_002418265.1_genomic)
bacterium HR12 (GCA_002898915.1_genomic)

Actinobacteria bacterium (GCA_003162055.1_genomic)
Actinobacteria bacterium (GCA_003134505.1_genomic)

Actinobacteria bacterium (GCA_005883245.1_genomic)
Thermoleophilia bacterium (GCA_014534295.1_genomic)

Actinobacteria bacterium (GCA_013816275.1_genomic)
Actinobacteria bacterium (GCA_013695385.1_genomic)

Actinobacteria bacterium (GCA_005883335.1_genomic)
Actinobacteria bacterium (GCA_005884005.1_genomic)

Actinobacteria bacterium (GCA_005885565.1_genomic)

Actinobacteria bacterium (GCA_013816245.1_genomic)
Actinobacteria bacterium (GCA_005883995.1_genomic)

Thermoleophilia bacterium UBA5186 (GCA_002413095.1_genomic)

Actinobacteria bacterium (GCA_013695295.1_genomic)
Actinobacteria bacterium (GCA_013812265.1_genomic)
Actinobacteria bacterium (GCA_013696185.1_genomic)

Gaiella occulta (GCF_003351045.1_genomic)
Actinobacteria bacterium (GCA_004366385.1_genomic)

Gaiellaceae bacterium MAG52_C11 (GCA_024330215.1_genomic)

Thermoleophilia bacterium (GCA_014534415.1_genomic)
Thermoleophilia bacterium (GCA_014534345.1_genomic)

Actinobacteria bacterium (GCA_013812235.1_genomic)

Actinobacteria bacterium (GCA_005884575.1_genomic)
Actinobacteria bacterium (GCA_003139545.1_genomic)

Actinobacteria bacterium (GCA_009702325.1_genomic)

Actinobacteria bacterium (GCA_013696595.1_genomic)
Actinobacteria bacterium (GCA_013697275.1_genomic)

Actinobacteria bacterium (GCA_020029625.1_genomic)
Actinobacteria bacterium (GCA_020029595.1_genomic)

Thermoleophilia bacterium (GCA_023382435.1_genomic)

Actinobacteria bacterium (GCA_009885805.1_genomic)
Actinobacteria bacterium (GCA_016870485.1_genomic)

uncultured Thermoleophilia bacterium (GCA_902806305.1_genomic)

Thermoleophilia bacterium (GCA_007122215.1_genomic)
Thermoleophilia bacterium (GCA_020438525.1_genomic)

bacterium HR41 (GCA_002898855.1_genomic)

QZM4_1.bins.16.Tibet (GCA_030549905.1)

bacterium HR16 (GCA_002898895.1_genomic)
bacterium HR16 (GCA_002898895.1_genomic)

bacterium (GCA_025054895.1_genomic)
Firmicutes bacterium (GCA_023511455.1_genomic)

Chthonomonadetes bacterium (GCA_013314755.1_genomic)
bacterium (GCA_025057335.1_genomic)

Armatimonadetes bacterium (GCA_013816225.1_genomic)
Armatimonadetes bacterium (GCA_003695835.1_genomic)

Armatimonadetes bacterium (GCA_022567555.1_genomic)
Armatimonadetes bacterium (GCA_021324165.1_genomic)

Armatimonadetes bacterium (GCA_003577165.1_genomic)

Armatimonadetes bacterium (GCA_017303935.1_genomic)
Chthonomonas sp. (GCA_016788115.1_genomic)
Chthonomonas sp. (GCA_016788425.1_genomic)

Fimbriimonadaceae bacterium (GCA_019187105.1_genomic)

Chthonomonas sp. UBA2362 (GCA_002344135.1_genomic)
Chthonomonas sp. UBA2017 (GCA_002335425.1_genomic)

Fimbriimonadaceae bacterium (GCA_019454145.1_genomic)
Fimbriimonadaceae bacterium (GCA_019638795.1_genomic)

Fimbriimonadaceae bacterium (GCA_022402505.1_genomic)
Armatimonadetes bacterium (GCA_023428805.1_genomic)

Armatimonadetes bacterium Uphvl−Ar2 (GCA_002162095.1_genomic)

Fimbriimonadaceae bacterium (GCA_020847855.1_genomic)
Fimbriimonadaceae bacterium (GCA_019454105.1_genomic)

Fimbriimonadaceae bacterium (GCA_019454125.1_genomic)
Armatimonadetes bacterium (GCA_018268395.1_genomic)

Armatimonadetes bacterium (GCA_022563855.1_genomic)

Armatimonadetes bacterium (GCA_018268355.1_genomic)
Armatimonadetes bacterium 55−13 (GCA_001898035.1_genomic)

Fimbriimonas ginsengisoli Gsoil 348 (GCF_000724625.1_genomic)
Armatimonadetes bacterium (GCA_023392285.1_genomic)

Fimbriimonas ginsengisoli (GCA_016179045.1_genomic)
Armatimonadetes bacterium (GCA_018268315.1_genomic)

Fimbriimonadaceae bacterium (GCA_023957775.1_genomic)
Methanoregulaceae archaeon (GCA_020850325.1_genomic)

Armatimonadetes bacterium (GCA_003516955.1_genomic)

Fimbriimonadaceae bacterium (GCA_019638775.1_genomic)
Chthonomonadaceae bacterium (GCA_015709495.1_genomic)

Chthonomonas sp. UBA2387 (GCA_002343445.1_genomic)

Fimbriimonadales bacterium (GCA_025060055.1_genomic)
Armatimonadetes bacterium (GCA_023511915.1_genomic)

Armatimonadetes bacterium JP3_11 (GCA_002254605.1_genomic)

Fimbriimonadales bacterium (GCA_025061985.1_genomic)
BF2.bins.106.201808 (GCA_030550775.1)

Armatimonadetes bacterium DC (GCA_001442985.1_genomic)
GXS.bins.47.201907 (GCA_030550425.1)
bacterium HR14 (GCA_002898835.1_genomic)

QQ.bins.54.201901 (GCA_030549975.1)

bacterium HR15 (GCA_002898555.1_genomic)
bacterium HR15 (GCA_002898555.1_genomic)

Armatimonadetes bacterium (GCA_013359125.1_genomic)

Armatimonadetes bacterium (GCA_025057575.1_genomic)

Candidatus Fervidibacter sacchari (GCF_024807195.1_genomic)
Armatimonadetes bacterium (GCA_020833105.1_genomic)

Armatimonadetes bacterium (GCA_025060205.1_genomic)
DRTY−8.bins.21.201808 (GCA_030550565.1)

Armatimonadetes bacterium (GCA_025062135.1_genomic)
Armatimonadetes bacterium (GCA_025060305.1_genomic)

bacterium HR17 (GCA_002898575.1_genomic)
bacterium HR17 (GCA_002898575.1_genomic)

Armatimonadetes bacterium (GCA_025062195.1_genomic)

Ignavibacteria bacterium (GCA_003251275.1_genomic)
Ignavibacteriae bacterium (GCA_003162635.1_genomic)
Ignavibacteriae bacterium (GCA_003158475.1_genomic)
Bacteroidetes bacterium (GCA_017860555.1_genomic)

Ignavibacteriae bacterium (GCA_003152875.1_genomic)

Ignavibacteriae bacterium (GCA_003162215.1_genomic)
Ignavibacteriae bacterium (GCA_016707525.1_genomic)

Ignavibacteria bacterium UBA6906 (GCA_002451155.1_genomic)

Bacteroidetes bacterium (GCA_016844425.1_genomic)
Bacteroidetes bacterium (GCA_003541875.1_genomic)

uncultured Chlorobi bacterium (GCA_900696645.1_genomic)
Ignavibacteriae bacterium (GCA_016209805.1_genomic)

GXS.bins.47.201912 (GCA_030550475.1)

QQ.bins.13.201901 (GCA_030549995.1)
bacterium HR21 (GCA_002898295.1_genomic)

GXS.bins.67.201907 (GCA_030550395.1)
JZ−1.bins.153.201901 (GCA_030550275.1)

bacterium HR20 (GCA_002898675.1_genomic)

Bacteroidetes bacterium (GCA_005883855.1_genomic)
Bacteroidetes bacterium (GCA_005883765.1_genomic)

Sphingobacteriales bacterium UTBCD1 (GCA_002066995.1_genomic)
Bacteroidetes bacterium (GCA_018266555.1_genomic)

Bacteroidetes bacterium (GCA_018267515.1_genomic)

Flavisolibacter nicotianae (GCF_003628535.1_genomic)
Flavisolibacter longurius (GCA_014163555.1_genomic)
Flavisolibacter longurius (GCA_013327885.1_genomic)

Flavisolibacter ginsenosidimutans (GCF_007970805.1_genomic)

Bacteroidetes bacterium (GCA_023392575.1_genomic)
Flavisolibacter ginsengisoli DSM 18119 (GCF_900129295.1_genomic)
Bacteroidetes bacterium (GCA_023415275.1_genomic)

Chitinophagales bacterium 33−2 (GCA_002050435.1_genomic)
Bacteroidetes bacterium (GCA_023433755.1_genomic)

Bacteroidetes bacterium (GCA_023386045.1_genomic)
Flavisolibacter sp. (GCA_017745135.1_genomic)
Bacteroidetes bacterium (GCA_023436425.1_genomic)

Bacteroidetes bacterium (GCA_023429985.1_genomic)

GXS.bins.80.201912 (GCA_030550345.1)
QQ.bins.78.201901 (GCA_030549935.1)

GMQP.bins.31.201705 (GCA_030550535.1)
GXS.bins.134.201912 (GCA_030550495.1)

bacterium HR07 (GCA_002898695.1_genomic)

BF2.bins.44.201808 (GCA_030550715.1)
bacterium HR19 (GCA_002898315.1_genomic)

Chloroflexi bacterium GWC2_73_18 (GCA_001794945.1_genomic)

Chloroflexi bacterium (GCA_013694835.1_genomic)
Chloroflexi bacterium (GCA_019637815.1_genomic)

Chloroflexi bacterium (GCA_003169735.1_genomic)

Chloroflexi bacterium (GCA_016781485.1_genomic)
Chloroflexi bacterium (GCA_013815585.1_genomic)

Chloroflexi bacterium CSP1−4 (GCA_001443375.1_genomic)
Chloroflexi bacterium (GCA_021786385.1_genomic)

Chloroflexi bacterium (GCA_003141245.1_genomic)
Chloroflexi bacterium (GCA_021789435.1_genomic)

Chloroflexi bacterium (GCA_013698095.1_genomic)
Chloroflexi bacterium (GCA_013695255.1_genomic)

Chloroflexi bacterium (GCA_013698385.1_genomic)

Chloroflexi bacterium (GCA_021802825.1_genomic)
uncultured Chloroflexi bacterium (GCA_903822495.1_genomic)
Chloroflexi bacterium (GCA_919901745.1_genomic)

Chloroflexi bacterium (GCA_016191395.1_genomic)

Chloroflexi bacterium (GCA_005883615.1_genomic)
Chloroflexi bacterium (GCA_015478725.1_genomic)

Chloroflexi bacterium (GCA_017881905.1_genomic)
Chloroflexi bacterium (GCA_017881915.1_genomic)

Chloroflexi bacterium (GCA_021825385.1_genomic)
Chloroflexi bacterium (GCA_016875645.1_genomic)

Chloroflexi bacterium (GCA_021813655.1_genomic)
Chloroflexi bacterium (GCA_021802585.1_genomic)

Candidatus Aquidulcis frankliniae (GCA_009925905.1_genomic)

Thermoflexus hugenholtzii JAD2 (GCF_900187885.1_genomic)
Thermoflexus sp. (GCA_017743605.1_genomic)

Candidatus Thermoflexus japonica (GCA_002898735.1_genomic)
Candidatus Thermoflexus japonica (GCA_002898735.1_genomic)

Candidatus Thermoflexus tengchongensis (GCA_016842085.1_genomic)

Candidatus Thermoflexus sinensis (GCA_016842045.1_genomic)
JZ−3.bins.34.201901 (GCA_030550075.1)

Thermoflexus sp. (GCA_025057635.1_genomic)
Thermoflexus sp. (GCA_025055495.1_genomic)

Chloroflexi bacterium (GCA_902812335.1_genomic)

Anaerolinea thermophila UNI−1 (GCF_000199675.1_genomic)
Phototrophicus methaneseepsis (GCF_015500095.1_genomic)

Candidatus Roseilinea mizusawaensis (GCA_016841965.1_genomic)
JZ−3.bins.20.201901 (GCA_030550095.1)

Candidatus Promineofilum breve (GCF_900066015.1_genomic)

Caldilinea aerophila DSM 14535 = NBRC 104270 (GCF_000281175.1_genomic)
Ardenticatena maritima (GCF_001306175.1_genomic)

uncultured Thermomicrobiales bacterium (GCA_902806405.1_genomic)
Chloroflexia bacterium (GCA_013696525.1_genomic)

Chloroflexi bacterium (GCA_023423795.1_genomic)
Chloroflexia bacterium (GCA_013697005.1_genomic)

Chloroflexia bacterium (GCA_013698285.1_genomic)
uncultured Thermomicrobiales bacterium (GCA_902806375.1_genomic)

uncultured Thermomicrobiales bacterium (GCA_902806335.1_genomic)

uncultured Thermomicrobiales bacterium (GCA_902806325.1_genomic)
Sphaerobacteraceae bacterium (GCA_016781925.1_genomic)

Chloroflexia bacterium (GCA_013698305.1_genomic)

Chloroflexi bacterium (GCA_023389575.1_genomic)
uncultured Thermomicrobiales bacterium (GCA_902806355.1_genomic)

uncultured Thermomicrobiales bacterium (GCA_902806365.1_genomic)

Thermomicrobiales bacterium (GCA_020432165.1_genomic)

Chloroflexia bacterium (GCA_013694885.1_genomic)
Thermomicrobiales bacterium (GCA_020849415.1_genomic)

Thermomicrobiales bacterium (GCA_019637585.1_genomic)
Thermomicrobiales bacterium (GCA_023957115.1_genomic)

Thermomicrobium sp. Y2B3 (GCA_902685355.1)
bacterium HR27 (GCA_002898975.1_genomic)

bacterium HR28 (GCA_002898255.1_genomic)
bacterium HR26 (GCA_002898875.1_genomic)

DRC.bins.10.201705 (GCA_030550625.1)
BF4.bins.103.201808 (GCA_030550675.1)

Chloroflexi bacterium (GCA_002717565.1_genomic)
Chloroflexi bacterium (GCA_002723125.1_genomic)

Chloroflexi bacterium (GCA_002718095.1_genomic)
Chloroflexi bacterium (GCA_002714425.1_genomic)

Chloroflexi bacterium (GCA_016190445.1_genomic)
Dehalococcoidia bacterium (GCA_022820645.1_genomic)

uncultured Dehalococcoidia bacterium (GCA_913047625.1_genomic)
Chloroflexi bacterium (GCA_003228195.2_genomic)

Chloroflexi bacterium (GCA_003228115.1_genomic)

Chloroflexi bacterium (GCA_016210665.1_genomic)
Dehalococcoidia bacterium (GCA_015661155.1_genomic)

Dehalococcoidia bacterium (GCA_009693055.1_genomic)
bacterium HR23 (GCA_002923335.1_genomic)

SAR202 cluster bacterium (GCA_009392005.1_genomic)

Dehalococcoidia bacterium (GCA_009693015.1_genomic)
Chloroflexi bacterium (GCA_016190815.1_genomic)

Dehalococcoidia bacterium (GCA_012270635.1_genomic)
Chloroflexi bacterium (GCA_016190505.1_genomic)

Dehalococcoidia bacterium UBA2247 (GCA_002347295.1_genomic)

Dehalococcoidia bacterium UBA2777 (GCA_002352365.1_genomic)
Chloroflexi bacterium (GCA_016875915.1_genomic)

Dehalococcoidia bacterium UBA3088 (GCA_002367275.1_genomic)

Chloroflexi bacterium (GCA_016190755.1_genomic)
Chloroflexi bacterium (GCA_016875875.1_genomic)

Dehalococcoidia bacterium (GCA_016844565.1_genomic)
Dehalococcoides mccartyi 195 (GCF_000011905.1_genomic)

Chloroflexi bacterium (GCA_018825785.1_genomic)
Chloroflexi bacterium (GCA_016210565.1_genomic)

Dehalococcoides sp. JdFR−54 (GCA_002011475.1_genomic)
Dehalococcoidia bacterium (GCA_014859165.1_genomic)

Dehalococcoidia bacterium (GCA_011174795.1_genomic)
Chloroflexi bacterium (GCA_018648325.1_genomic)

Chloroflexi bacterium (GCA_016210205.1_genomic)
Chloroflexi bacterium (GCA_016210485.1_genomic)

Chloroflexi bacterium (GCA_016210425.1_genomic)
Chloroflexi bacterium (GCA_016190665.1_genomic)

Chloroflexi bacterium (GCA_016210705.1_genomic)
Chloroflexi bacterium (GCA_016183425.1_genomic)

Dehalococcoidia bacterium (GCA_009692805.1_genomic)

Chloroflexi bacterium (GCA_016210175.1_genomic)

Tepidiforma bonchosmolovskayae (GCF_008838325.1_genomic)
bacterium HR29 (GCA_002898215.1_genomic)

Dehalococcoidia bacterium (GCA_022828105.1_genomic)
Chloroflexi bacterium (GCA_002707835.1_genomic)

Dehalococcoidia bacterium (GCA_009377665.1_genomic)
Dehalococcoidia bacterium (GCA_009693105.1_genomic)

Dehalococcoidia bacterium (GCA_021731085.1_genomic)

Chloroflexi bacterium (GCA_021787985.1_genomic)

Dehalococcoidia bacterium (GCA_025062275.1_genomic)
GXS.bins.7.201907 (GCA_030550375.1)
Candidatus Nitrotheca patiens Y2B5 (GCA_902685405.1)
bacterium HR24 (GCA_002898715.1_genomic)

bacterium HR25 (GCA_002898615.1_genomic)
JZ−1.bins.128.201901 (GCA_030550295.1)

Chloroflexi bacterium (GCA_004297765.1_genomic)
Chloroflexi bacterium (GCA_016199325.1_genomic)

Chloroflexi bacterium (GCA_016190625.1_genomic)

Dehalococcoidia bacterium (GCA_025054935.1_genomic)

Candidatus Nitrocaldera robusta Y2B4 (GCA_902685385.1)
QQ.bins.59.201705 (GCA_030549955.1)

Candidatus Caldibacter yellowstonii Y2B2 (GCA_902685415.1)

Chloroflexi bacterium (GCA_009840625.1_genomic)
Chloroflexi bacterium (GCA_022826485.1_genomic)

Chloroflexi bacterium (GCA_012270555.1_genomic)

Thermoflexus hugenholtzii JAD2 (GCA_945907765.1_genomic)
Chloroflexi bacterium (GCA_022826725.1_genomic)

Chloroflexi bacterium UBA4733 (GCA_002404055.1_genomic)

Armatimonadetes bacterium CSP1−3 (GCA_001443485.1_genomic)
Armatimonadetes bacterium (GCA_016199305.1_genomic)

Armatimonadetes bacterium (GCA_016198805.1_genomic)
Armatimonadetes bacterium (GCA_016869025.1_genomic)

Armatimonadetes bacterium (GCA_020028535.1_genomic)
Armatimonadetes bacterium (GCA_020028455.1_genomic)
Terrabacteria group bacterium ANGP1 (GCA_005882295.1_genomic)

Armatimonadetes bacterium 13_1_40CM_64_14 (GCA_001917855.1_genomic)

Firmicutes bacterium (GCA_021324255.1_genomic)
Firmicutes bacterium (GCA_021324295.1_genomic)

Terrabacteria group bacterium ANGP1 (GCA_005882275.1_genomic)

Armatimonadetes bacterium (GCA_025060455.1_genomic)

JZ−2.bins.74.201705 (GCA_030550125.1)
bacterium HR31 (GCA_002923355.1_genomic)

bacterium HR32 (GCA_002898935.1_genomic)
Armatimonadetes bacterium (GCA_025059775.1_genomic)

Armatimonadetes bacterium (GCA_016868955.1_genomic)

Armatimonadetes bacterium (GCA_016210785.1_genomic)
QQ.bins.54.201705 (GCA_030550015.1)

Leptolyngbya sp. NIES−2104 (GCF_001485215.1_genomic)
Pseudanabaenaceae cyanobacterium LEGE 13415 (GCA_015206935.1_genomic)

Leptolyngbya sp. NIES−3755 (GCF_001548435.1_genomic)
Phormidium tanganyikae FI6−MK23 (GCA_019359175.1_genomic)

Cyanobacteria bacterium FACHB−DQ100 (GCA_014695195.1_genomic)
Cyanobacteria bacterium FACHB−63 (GCA_014695255.1_genomic)

Leptolyngbya boryana PCC 6306 (GCF_000353285.1_genomic)

Fischerella thermalis PCC 7521 (GCF_000317225.1_genomic)
Fischerella muscicola PCC 7414 (GCF_000317205.1_genomic)

SRBZ.bins.94.201705 (GCA_030549855.1)

Thermus filiformis (GCF_000771745.2_genomic)

Meiothermus silvanus DSM 9946 (GCF_000092125.1_genomic)
Meiothermus sp. Pnk−1 (GCF_003226535.1_genomic)

Meiothermus rufus DSM 22234 (GCF_000423425.1_genomic)
Meiothermus luteus (GCF_003574085.1_genomic)

Meiothermus ruber DSM 1279 (GCF_000024425.1_genomic)
Meiothermus taiwanensis DSM 14542 (GCA_000482765.1_genomic)

Meiothermus cerbereus DSM 11376 (GCF_000620065.1_genomic)

Meiothermus hypogaeus (GCF_003574035.1_genomic)

Thermaceae bacterium (GCA_015478585.1_genomic)
Meiothermus granaticius NBRC 107808 (GCF_003574355.1_genomic)

Calidithermus chliarophilus DSM 9957 (GCF_000430045.1_genomic)

Calidithermus roseus (GCF_003574095.1_genomic)
Calidithermus timidus DSM 17022 (GCF_000373205.1_genomic)

Deinococcus sp. (GCA_023382135.1_genomic)

Thermus amyloliquefaciens (GCF_000744885.1_genomic)
Thermus tengchongensis (GCF_021462405.1_genomic)

Thermus scotoductus DSM 8553 (GCF_000381045.1_genomic)
Thermus tenuipuniceus (GCF_002964845.1_genomic)

Thermus antranikianii DSM 12462 (GCF_000423905.1_genomic)

Thermus caldifontis (GCF_003336745.1_genomic)
DG02_5.bins.8.Tibet (GCA_030550655.1)

Thermus caldilimi (GCF_004684245.1_genomic)

Thermus caliditerrae (GCF_021462525.1_genomic)
Thermus thermamylovorans (GCF_004307015.1_genomic)

Thermus igniterrae ATCC 700962 (GCF_000376265.1_genomic)

Thermus islandicus DSM 21543 (GCF_000421625.1_genomic)
Thermus aquaticus (GCF_001280255.1_genomic)

Thermus sediminis (GCF_003426945.1_genomic)
Thermus arciformis (GCF_900102145.1_genomic)

Thermus kawarayensis JCM 12314 (GCA_001311545.1_genomic)
Thermus composti (GCF_014647535.1_genomic)
Thermus thermophilus (GCF_019974155.1_genomic)
Thermus thermophilus HB8 (GCF_000091545.1_genomic)
Thermus parvatiensis (GCF_001535545.1_genomic)

Thermus brockianus (GCF_001880325.1_genomic)
GXS.bins.64.201907 (GCA_030550415.1)

Thermus brockianus (GCF_021462505.1_genomic)

Thermus oshimai DSM 12092 (GCF_000373145.1_genomic)

GMQP.bins.21.201705 (GCA_030550555.1)
SRBZ−1.bins.32.201808 (GCA_030578315.1)

bacterium HR30 (GCA_002898795.1_genomic)

Deltaproteobacteria bacterium (GCA_016187835.1_genomic)
Candidatus Dadabacteria bacterium CSP1−2 (GCA_001443445.1_genomic)

bacterium HR37 (GCA_002898375.1_genomic)
bacterium HR37 (GCA_002898375.1_genomic)

ZGR_13_1_3.bins.10.Tibet (GCA_030549815.1)

BF4.bins.9.201808 (GCA_030550695.1)
bacterium HR33 (GCA_002923375.1_genomic)

JZ−3.bins.121.201705 (GCA_030550115.1)

JZ−2.bins.100.201901 (GCA_030550175.1)

Candidatus Nitrospira inopinata (GCF_001458695.1_genomic)

Nitrospira lenta (GCF_900403705.1_genomic)
Nitrospiraceae bacterium (GCA_023248355.1_genomic)

Nitrospira moscoviensis (GCF_001273775.1_genomic)
Nitrospiraceae bacterium (GCA_014534095.1_genomic)

Nitrospiraceae bacterium (GCA_900299325.1_genomic)

Nitrospira japonica (GCF_900169565.1_genomic)
Nitrospira sp. (GCA_005116835.1_genomic)

Nitrospiraceae bacterium (GCA_019637075.1_genomic)
Nitrospira defluvii (GCA_000196815.1_genomic)

Nitrospirae bacterium (GCA_016235225.1_genomic)

Nitrospirae bacterium RIFCSPLOWO2_02_FULL_62_14 (GCA_001805245.1_genomic)
Nitrospira sp. (GCA_016873435.1_genomic)

Nitrospirae bacterium (GCA_004296885.1_genomic)
Nitrospirae bacterium (GCA_004296865.1_genomic)

Nitrospira sp. (GCA_016873395.1_genomic)
Nitrospirae bacterium (GCA_016207025.1_genomic)

Nitrospirae bacterium 13_2_20CM_2_62_8 (GCA_001914955.1_genomic)
Nitrospirae bacterium (GCA_005877775.1_genomic)

Nitrospirae bacterium (GCA_020027965.1_genomic)
Nitrospirae bacterium (GCA_022545705.1_genomic)

Nitrospirae bacterium SPGG5 (GCA_001643555.1_genomic)
Candidatus Nitronereus thalassa (GCF_032191465.1)

Nitrospirales bacterium (GCA_022828225.1_genomic)

Nitrospinae bacterium (GCA_022572725.1_genomic)
Nitrospirae bacterium (GCA_003696975.1_genomic)

Nitrospirae bacterium (GCA_011088105.1_genomic)

Nitrospirae bacterium (GCA_003695915.1_genomic)
Nitrospirae bacterium (GCA_020348185.1_genomic)

Nitrospirales bacterium (GCA_021604005.1_genomic)
Nitrospiraceae bacterium (GCA_020632635.1_genomic)

Nitrospira sp. (GCA_024760505.1_genomic)
Candidatus Nitrospira neomarina (GCF_032051675.1)
Candidatus Nitrospira allomarina (GCF_032050975.1)

Nitrospira sp. MA−1 (GCA_032139905.1_ASM3213990v1_genomic)

Nitrospirae bacterium (GCA_005877565.1_genomic)
Nitrospirae bacterium (GCA_004298335.1_genomic)

Nitrospirae bacterium (GCA_005877815.1_genomic)
Nitrospirae bacterium (GCA_005877525.1_genomic)

Nitrospiraceae bacterium (GCA_002726235.1_genomic)

Candidatus Wolfebacteria bacterium GW2011_GWB1_47_1 (GCA_001029635.1_genomic)
Candidatus Colwellbacteria bacterium (GCA_016176525.1_genomic)

Candidatus Harrisonbacteria bacterium (GCA_023255625.1_genomic)
Candidatus Liptonbacteria bacterium (GCA_016182095.1_genomic)

Candidatus Harrisonbacteria bacterium RIFOXYD1_FULL_40_9 (GCA_001818015.1_genomic)

Candidatus Pacebacteria bacterium (GCA_022843285.1_genomic)
Candidatus Liptonbacteria bacterium (GCA_023244895.1_genomic)

Candidatus Liptonbacteria bacterium RIFOXYD1_FULL_36_11 (GCA_001821375.1_genomic)
Candidatus Harrisonbacteria bacterium CG10_big_fil_rev_8_21_14_0_10_40_38 (GCA_002773535.1_genomic)

Candidatus Wolfebacteria bacterium RIFCSPLOWO2_01_FULL_45_19 (GCA_001793855.1_genomic)
bacterium (GCA_021812345.1_genomic)

Parcubacteria group bacterium Gr01−1014_3 (GCA_007376445.1_genomic)
Parcubacteria group bacterium (GCA_943357895.1_genomic)

Candidatus Harrisonbacteria bacterium (GCA_016192685.1_genomic)

Candidatus Jorgensenbacteria bacterium RIFCSPLOWO2_12_FULL_42_11 (GCA_001779575.1_genomic)
Candidatus Pacebacteria bacterium (GCA_020059915.1_genomic)

Parcubacteria group bacterium (GCA_016215765.1_genomic)
Parcubacteria group bacterium RIFCSPLOWO2_01_FULL_48_18 (GCA_001824435.1_genomic)

Parcubacteria group bacterium (GCA_016217555.1_genomic)

Patescibacteria group bacterium (GCA_022709715.1_genomic)
Patescibacteria group bacterium UBA6257 (GCA_002440845.1_genomic)

Parcubacteria group bacterium (GCA_012510515.1_genomic)
Candidatus Brennerbacteria bacterium RIFOXYC1_FULL_41_11 (GCA_001817215.1_genomic)

bacterium HR35 (GCA_002898235.1_genomic)
bacterium HR35 (GCA_002898235.1_genomic)

BF2.bins.112.201808 (GCA_030550735.1)
Patescibacteria group bacterium (GCA_025060575.1_genomic)

Candidatus Paceibacter sp. (GCA_023255765.1_genomic)
SRBZ−1.bins.49.201808 (GCA_030549845.1)

Patescibacteria group bacterium (GCA_025060085.1_genomic)

Patescibacteria group bacterium (GCA_023480925.1_genomic)
Parcubacteria group bacterium GW2011_GWC1_41_7 (GCA_000997465.1_genomic)

SRBZ−1.bins.45.201808 (GCA_030549895.1)
bacterium (GCA_021158645.1_genomic)

bacterium HR34 (GCA_002923395.1_genomic)

Gemmatales bacterium (GCA_025055835.1_genomic)
Planctomycetia bacterium (GCA_016795155.1_genomic)

Planctomycetes bacterium (GCA_014584395.1_genomic)

Gemmatales bacterium (GCA_025060195.1_genomic)
Gemmatales bacterium (GCA_025056555.1_genomic)

bacterium HR36 (GCA_002898995.1_genomic)
bacterium HR36 (GCA_002898995.1_genomic)

Proteobacteria bacterium (GCA_018241145.1_genomic)
Xanthomonadales bacterium (GCA_021324945.1_genomic)

Gammaproteobacteria bacterium (GCA_021325195.1_genomic)
Xanthomonadales bacterium 66−474 (GCA_001899805.1_genomic)

Proteobacteria bacterium (GCA_021781345.1_genomic)

SRBZ.bins.76.201705 (GCA_030549795.1)
bacterium HR39 (GCA_002898955.1_genomic)

bacterium HR40 (GCA_002898275.1_genomic)

Candidatus Geothermarchaeota archaeon JdFR−13 (GCA_002011075.1_genomic)
Thermoprotei archaeon (GCA_011043415.1_genomic)

Candidatus Geothermarchaeota archaeon JdFR−14 (GCA_002011085.1_genomic)

Candidatus Nitrosotenuis aquarius (GCF_002787055.1_genomic)

Candidatus Nitrosopelagicus brevis (GCF_000812185.1_genomic)
Nitrosarchaeum koreense MY1 (GCF_000220175.1_genomic)
Nitrosopumilus adriaticus (GCF_000956175.1_genomic)

Cenarchaeum symbiosum A (GCA_000200715.1_genomic)

Candidatus Nitrosotalea devanaterra (GCA_900065925.1_genomic)

Nitrososphaera sp. UBA217 (GCA_002501845.1_genomic)
Nitrososphaera sp. (GCA_023250885.1_genomic)

Candidatus Nitrososphaera gargensis Ga9.2 (GCF_000303155.1_genomic)

Nitrososphaeraceae archaeon (GCA_021325075.1_genomic)
Nitrososphaera sp. (GCA_023252395.1_genomic)

Nitrososphaera sp. (GCA_022545875.1_genomic)
Nitrososphaera sp. UBA210 (GCA_002494895.1_genomic)

Candidatus Nitrososphaera evergladensis SR1 (GCF_000730285.1_genomic)
Nitrososphaera viennensis EN76 (GCF_000698785.1_genomic)

Nitrososphaera sp. (GCA_013388945.1_genomic)
Nitrososphaera sp. (GCA_013114715.1_genomic)

Candidatus Nitrosopolaris wilkensis (GCA_003176995.1_genomic)
bin19 (IMG_2698536741)

Candidatus Nitrosocosmicus arcticus (GCF_007826885.1_genomic)
Nitrosopumilus sp. (GCA_013694585.1_genomic)
Candidatus Nitrosocosmicus sp. (GCA_009379865.1_genomic)
Candidatus Nitrosocosmicus oleophilus (GCF_000802205.1_genomic)

Candidatus Nitrosocosmicus hydrocola (GCF_001870125.1_genomic)
Candidatus Nitrosocosmicus sp. (GCA_013114705.1_genomic)

Candidatus Nitrosocosmicus franklandus (GCF_900696045.1_genomic)
Candidatus Nitrosocosmicus sp. SS (GCF_008389435.1_genomic)

Nitrosopumilus sp. (GCA_013821245.1_genomic)
Nitrososphaeraceae archaeon (GCA_016782225.1_genomic)
Nitrososphaeraceae archaeon (GCA_016782315.1_genomic)

Thaumarchaeota archaeon (GCA_002713325.1_genomic)

Candidatus Nitrosocaldus cavascurensis (GCF_900248165.1_genomic)
archaeon HR05 (GCA_002898445.1_genomic)

archaeon HR04 (GCA_002898655.1_genomic)
JZ−3.bins.91.201705 (GCA_030550045.1)

archaeon HR06 (GCA_002898815.1_genomic)

Thaumarchaeota archaeon (GCA_023379805.1_genomic)
Thaumarchaeota archaeon (GCA_021325255.1_genomic)

archaeon (GCA_016432545.1_genomic)
Thaumarchaeota Fn1 (1st assembly) (IMG_2558309099)

Thaumarchaeota archaeon (GCA_016871995.1_genomic)

Thaumarchaeota archaeon (GCA_016184315.1_genomic)
Thaumarchaeota archaeon (GCA_023266955.1_genomic)

Thaumarchaeota archaeon UBA141 (GCA_002495315.1_genomic)

Thaumarchaeota archaeon (GCA_011605775.1_genomic)
Thaumarchaeota archaeon (GCA_021162925.1_genomic)

Thaumarchaeota archaeon (GCA_021324115.1_genomic)
Beowulf Springs BS4 (Thaum_BS4_2519914312_genomic.fa.gz)
Beowulf Springs BS3 (Thaumarchaeota_BS3_genomic.fa.gz)

Conexivisphaera calida (GCF_013340765.1_genomic)
Thaumarchaeota archaeon UBA164 (GCA_002499005.1_genomic)
Dragon Springs DS1 (Thaum_DS1_2263082000.fa.gz)

archaeon (GCA_024256265.1_genomic)
Nitrososphaeria archaeon (GCA_014361085.1_genomic)

Candidatus Caldarchaeum subterraneum (GCA_000270325.1_genomic)
archaeon HR03 (GCA_002898595.1_genomic)

JZ−3.bins.90.201705 (GCA_030578235.1)
archaeon HR01 (GCA_002898355.1_genomic)

Thaumarchaeota archaeon (GCA_023268355.1_genomic)

JZ−1.bins.71.201901 (GCA_030550235.1)
Candidatus Calditenuaceae archaeon HR02 (GCA_002898395.1_genomic)

JZ−3.bins.124.201901 (GCA_030550155.1)
JZ−1.bins.55.201901 (GCA_030550195.1)

BF2.bins.64.201808 (GCA_030550755.1)
DRTY−1.bins.6.201808 (GCA_030550585.1)

GXS.bins.2.201912 (GCA_030550455.1)
ZMQR.bins.33.201901 (GCA_030549835.1)

DRTY−1.bins.32.201901 (GCA_030550615.1)

JZ−1.bins.120.201901 (GCA_030550315.1)
GMQP.bins.24.201705 (GCA_030550515.1)

JZ−1.bins.166.201901 (GCA_030550205.1)

Acidimicrobiia bacterium ERB_8_1

Acidimicrobiia bacterium ERB_23_2
Acidimicrobiia bacterium ERB_23_1

Acidimicrobiia bacterium ERB_23_3

Thermoleophilia bacterium ERB_19_2
Thermoleophilia bacterium ERB_19_1

Thermus sp. ERB_17_2

Candidatus GAL15 bacterium ERB_18_2
Candidatus GAL15 bacterium ERB_18_1

Armatimonadetes bacterium ERB_33_1

Armatimonadetes bacterium ERB_6_2
Armatimonadetes bacterium ERB_6_1

Armatimonadetes bacterium ERB_6_3

Armatimonadetes bacterium ERB_24_1

Armatimonadetes bacterium ERB_34_2
Armatimonadetes bacterium ERB_34_1

Candidatus Fervidibacteria bacterium ERB_15_1

Chloroflexi bacterium ERB_7_1
Thermoleophilia bacterium ERB_19_3

Thermoflexus sp. ERB_21_2
Thermoflexus sp. ERB_21_1

Thermoflexus sp. ERB_21_3

Chloroflexi bacterium ERB_20_3
Chloroflexi bacterium ERB_20_2

Chloroflexi bacterium ERB_20_1

Chloroflexi bacterium ERB_9_2
Chloroflexi bacterium ERB_9_1

Chloroflexi bacterium ERB_25_0

Chloroflexi bacterium ERB_11_1

Candidatus Nitrocaldera therma ERB_22_2
Candidatus Nitrocaldera therma ERB_22_1

Chloroflexi bacterium ERB_10_1

Leptolyngbya sp. ERB_1_2
Leptolyngbya sp. ERB_1_1

Mastigocladus sp. ERB_26_2
Mastigocladus sp. ERB_26_1

Nitrospiraceae bacterium ERB_14_1
Nitrospiraceae bacterium ERB_14_2

Blastocatellia bacterium ERB_27_1
Blastocatellia bacterium ERB_27_2

Pyrinomonas sp. ERB_32_1

Candidatus Dadabacteria bacterium ERB_12_1

Rhodanobacteraceae bacterium ERB_4_1

Ignavibacteria bacterium ERB_28_1

Chitinophagaceae sp. ERB_2_1

Chitinophagaceae sp. ERB_3_2
Chitinophagaceae sp. ERB_3_1

Gemmataceae bacterium ERB_16_2
Gemmataceae bacterium ERB_16_1

Candidatus Lakebacteria bacterium ERB_C1_2
Candidatus Lakebacteria bacterium ERB_C1_3

Candidatus Lakebacteria bacterium ERB_C1_1

Nitrososphaera sp. ERB_13_1

Candidatus Australlarchaeum erebusii ERB_5_1

Meiothermus sp. ERB_29_2
Meiothermus sp. ERB_29_1

Meiothermus sp. ERB_30_1
Meiothermus sp. ERB_30_2

Meiothermus sp. ERB_31_1

Thermus sp. ERB_17_4
Thermus sp. ERB_17_5
Thermus sp. ERB_17_3
Thermus sp. ERB_17_1
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