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Estimated:  DSBs=1, COs=0, NCOs=1
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Estimated:  DSBs=1, COs=0, NCOs=1
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  Genotype=TCMN6  Id=21  Chromo=4  Type=One−Sided Unidirectional 
Estimated:  DSBs=1, COs=1, NCOs=0
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  Genotype=TCMN6  Id=210  Chromo=12  Type=Unknown 
Estimated:  DSBs=1, COs=U, NCOs=U

  Pattern=
  Mid Len=608bp  Midpoint=32081.5  Variants=0
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